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into biological insight.




IQB Highlights 2019

( B:Billion )

Acquired Amount Female International Members
Researchers (Countries & Regions)

.36: 27. |3;
¥ 1. B % % (10)

Country of the research group
conductiong collaborative research
with IQB

CANADA .
CHINA

FRANCE

KOREA

NETHERLANDS

SPAIN

SWEDEN

UK
USA

Members
58 7 3 Laboratories

Laboratories -
Administrative

I O I Staff 8 Students Joined in FY20|9

Teaching and Technical - Computational Genomics
Researching Staff - Molecular Immunology
Staff

- Neural Computation
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Publications Awards Press releases
L) \"/’ \\%’ r
V v
( 7. 5 ) \\\ /,’
Impact Factor avg. ‘%\ Ie'

Research Groups

114"

International 26
Domestic 88

Official Event s by IQB

Seminars & Symposiums Open Campus & Laboratory Tour Science Cafe & Science School

29 12
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Organization Chart

s

TR ERES
3T ERFI
?E ﬁﬁuﬁ AF'E % Eﬁ*ﬂ $ R‘ese_arch Divisi?n for
Eﬂ: % EB Fﬁ Applied Life Sciences

Research Division for
Quantitative Life Sciences

RRREBRE

Central Laboratory

MR HEE FERERE

Office for Research Student Support Office
and Ethics Promotion

BB

Administrative Office

= E R SR 1T
EanEhiE MEE>2-

Eﬂ: y’?. t g 9 — Research Center for

Cellular Dynamics

Research Center for
Biological Visualization
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Institute for Quantitative Biosciences

ik

Director

SiREREGRIPHRHM

FRERIHFI=-horo)
Advisory Council

Research Division for Quantitative Life Sciences

—| i ) LISRIRITIRZESAE  Laboratory of Genome Structure and Function

——— WEEERIHEST Laboratory of Membrane Proteins

| EHEEEEEEMRSS Laboratory of Protein Expression and Production

——— EOAHESHRITHEST Laboratory of Macromolecular Complexes

—| IOTF U HEBEERZESS  Laboratory of Chromatin Structure and Function

—| NAAALTATT 149 RARAE  Laboratory of Bicinformatics

—| BEFFY b T—IHFEHHF  Laboratory of Genetic Networks

————————— EEEMEFHRAT Laboratory of Bioorganic Chemistry

—| FHRERERHHZESET Laboratory of Pathology and Development

—| S - BABIHMARST Laboratory of Immunology and Infection Control

—| RFREFMENS Laboratory of Molecular Immunology

| BOBEBSFRMIARAG Laboratory of Rare Disease Research

ERBEHRE> 92—

Research Center for Biological Visualization

—| EMBBITFHNE Laboratory of Bioinformatics and Computational Physics

——{ BEEMFHARST Lavoratory of Newroscience

——{ %/ LEEFRSG Laboratory of Genome Regeneration

| SEEFRAYAFS I AMEDH Laboratory of Transcription Dynamics

————{ MR REBE AR SE Laboratory of Functional Nuclear Imaging

BEMESRIEHRREY 2

LT TEF52RHUT S HRFRAT Laboratory of Epitranscriptomics

Research Center for Cellular Dynamics

SFAERATEDE  Laboratory of Molecular and Genetic Information
DFREERPHREREBPT Laboratory of Molecular Pathobiology

HRBFIOIS 4

Research and Education Program

R4 - BEMRDHF Laboratory of Cell Growth and Differentiation
EMBIRISE A REMARPT Laboratory of Stem Cell Therapy

———— RESEBEIZEST Laboratory of Developmental Biology

—| RNABRERRFESE  Laboratory of RNA Function

—| BRMBERIEIEAZR B Laboratory of Stem Cell Regeneration

—| FEIERIFMZSE  Laboratory of Behavioral Neuroscience

——— ARUEESWBRIFHEDT Laboratory of Computational Genomics

—| FAESHHERZE ST Laboratory of Neural Computation

—| KENAEBHETOY 5L Advanced Research and Education Program

—l SeUBAORRZEME SO S Cutting-edge Research and Education Program

—| BIERRZEME TS S5 L Creative Research and Education Program

| SAMFRKETOY 5L Integracive Research and Education Program

HRREMEEE

Office for Research and Ethics Promotion

—| MAMNEME SO S L Unified Research and Education Program

—| BIE T L REMEDT Laboratory of Science Technology and Research Ethic

—| FRFIREEABPY Division of Research Ethics

[ FREEHEEEBPY Ovision of Research Promorion

—| BHERSBEIP Division of Health and Safety

RRERE

Central Laboratory

FESEE

Student Support Office

trative Office

—| RIBIEHPT Division of Radiation Control

RAAFERESRFRREA ALY YNANAFIR=S VTV 5~
The University of Tokyo IQB Olympus Bioimaging Center

BBF—L General Affairs Team

MAIEREF— L Financial Accounting Team
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Number of Staff Members

BRERNR

H S

Academic and Administrative Staff

200 | &6 | s
Men ‘Women Total
iz
L S 8_ 2 |o
BT
DEsotAB Professors. v eres ceroe e i 3 2 5
D 5 0 5
Lecturers e
Bh#
Research Associates ______________________. |9 5 _______ 24
i a
Technical Supporeseatt | M R
HEBE
Administrative Staff 7 7 it
et 2 24 66
Total
. Eﬁ%ﬁ Research Fellows
B4 Z (%) Bt
Men ‘Women Total
BAARIHERKSMES (DO) 3 | 4
1SPS Research Fellowship for Young Scientists_ | ____ | ______ .l .. looooi ]
BEZMEREKSHIHAES (PD) v 1(1) 3(l)
1SPS Research Fellowship for Young Sclentists | ..l __ ... _ |6
HEMEE s 3 .
Collaborative Researchers ||l [
paliieid=)
Researchers for Collaborate Research | 0t
Post Doctoral Fellows ||l ).
NEAMRES
Foreign Researchers 2(1) i 30
et 7@ | 1@ | 284
Total

B (5% EREBBEHERREE

Fixed-term Part-time Staff

() R RSB ENEARNE

Fixed-term Part-time Staff

B AERERVHEE

Postgraduate Students and Research Students

BLRE HRRE
Doctoral Research Students

B SERHERYEE

Fixed-term Academic and Administrative Staff

BH | &Gh G
Men Women Total

RIS , § |
i [yl [yt T NSRS U) PSR (RO
BB 6 ) .
Project Research Associate/ Project Assistant Professors
BERRA
Project Acidemic Suppore Spechlists. ..« cormermsadaras . 0.
k2 ds) T 0 | |
i o RO UORUN WU (N . .. ...
FHLEME o g -
Project Academic Support Staff
INEt
To:al 14 18 (1) 32 (1)

. %@1‘&3?&5 Others

(GRBHE - TRHE - TEHE - IFFHHEM)

24 | &¥h &t

Men Women Total
wiB (%) 2 0 2
Professors oo e
B (%) I 0 |
Associate Professors______________________loooooo o loooo )i
Big (W) 2 0 2
LSRR SRR PR (o
ERIR (ZR) | 0 |
Associate Professors oo e
EEHIG
Visiting Professors________________________._l.. 2“) 0 _____ 2 (I)
EEHAE 3 0 3
Visiting Associate Professors___________________l_______ .l _______l._______
St E- 10
Part-time Lectuers 0 0 0
NG
) (1) 0 11 (1)

E.if 4y |3y | 1@ | 2() 0 0 20 (5)

fﬁﬁg‘iﬁﬁ? 7(4) 2 74 | 70 0 1) | 2402

?ﬁé&e@@l&@n&% __________________________ ! 0 ........ 2 0 0 0 ________ ’
resersivaesces | O L o |0 | vl o Lt

et | 2(1) | 4Q) 0 0 8(3)

Ejjfe 2 (1) [ () I 0 0 5(2)

zoe o [0 [ o [0 [0 o [

QQ;I I5(6) | 8(2) | 22(7) | 15() [ 1y | 62@2 R
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Budgets

RN

W FEER DR
BYIEmEE Building Extension Area
EELEMRFAHEFAEE Main Building

Facility Area

12,800 i

EmBIFHEIUEB Life Sciences Research Building. B

W XA  income
2,500,000 B sAxEse
External Sources
BEARABMESR
2,000,000 1.750,019 1,790,210 Grants-in Aid for Scientific Research
1,589,562 0 mEasite
1,500,000 1,445,585 1,419,999 Subsidies for Management Expenses
526,373 780,023 935,230
412,205 458,593
1,000,000
635,145 534,194
508,861 535,240 424439
500,000
0 S —
(FF Thousand yen ) 2015 2016 2017 2018 2019

. ﬂiﬁﬁ;ﬁﬁ Eﬂﬁi;% (20 IQEE) Income from Grants-in-Aid for Scientific Research in Fiscal Year 2019
MREEE SAGE () ZA#R (FH)
Research Categories Number of Projects Approved Income (Thousandyen)

FFMIERAMAE  Scientific Research on Innovative Areas 8 165,360
EBEHE (5) semicRescarch(®) T si3s0
BB (M) SemitcRescarch () T s | 8767
BB (B) SemcRescarch® T A 517
EBEHR (O SdendfeRemrch() T T e
MBS (BBE) Chalengng Research (ioneering) | v es0
MR (B) CralengngResearch Bploraor) T e
EBERR Gycweersaess Ty 0257
EERR (B) Yowgsdiewiss® T s | a0
RREBAS— EE RearchAdvosacw T s
RUFRRRBR wsrow T 7 s
EBHEMARIERS  Fund forthe Promotin offont ntermaioral Research | v e
Bt  Total 66 424,439

. %%Bﬁﬁ (201935}3) Income from External Sources in Fiscal Year 2019

X5 SAGB () ZA#E (FM)
Classification Number of Projects Approved Income (Thousandyen)

RREY O#ERIE  Private Sector Collaborative Research 21 130,275
CBRBRR CommecResern 0 | swms
Y 2 184080
EWE Doraiens % | 7427
AEt  Total 74 935,230

1QB
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Press releases

FLRYY-2

A F UIEEREERR ST

BN & D REAKDNAICIEE L 7
HIEZ BT 2 X =X L% ]

WIBER 2 (ZaeF UREERRRE TS - 88D

Nature

#iX &% 4 bJL . DNA damage detection in nucleosomes
involves DNA register shifting

#% . Syota Matsumoto, Simone Cavadini, Richard D.
Bunker, Ralph S. Grand, Alessandro Potenza, Julius Rabl,
Junpei Yamamoto, Andreas D. Schenk, Dirk Schiibeler,
Shigenori Iwai, Kaoru Sugasawa, Hitoshi Kurumizaka,
Nicolas H. Thoma

DOI%S : 10.1038/s41586-019-1259-3

&3k © http://www.iam.u-tokyo.ac.jp/pressrelease/190530/

MFKZEANL TS T FNAREMT L > R —OEE & B, Hal
REEERAEMBIEANIET 7 u < F > REEHERERT 220 5 D #AKR 1=
B BT, KIRKPER BT TR O A H BUE 2513, 2
AZADT7Y =KUY vk 3= % —EYEENFEIE L OILFEME
T, HIEATHOAREE R - 725 7 ADNADERIRIC & - TH
BeRIe s, ZOBEEIRRIMH LU TBELET 3L L
BEZFLAUTHHLUE L,

41%. DNAEGOER HRBE 2 W HEIC T 2 bSO B
REL Y Z OHIEHSENCE T 2 B EA, AR B B#E
R AQMIEIR EADISHIC oM S Z L IR E T,

50\

DNAZESEA

7/ LBEHRRSEH OLLa

L HBRY ORZRLEET) & &
HoWbizaid. HRzE 215

~ Y RY — ARNABIZTF DERLAD
B2~

W Y (2 MRS - BB

KA 213 (77 BEAERSESY - KEBE)

A RIE (5 MEEREIT - 8%

=

S

PLOS Genetics

FXZ A4 L : Ribosomal RNA gene repeats associate with
the nuclear pore complex for maintenance after DNA
damage

## : *Chihiro Horigome, *Eri Unozawa, Takamasa Ooki,
Takehiko Kobayashi (* equal contribution)

DOI* : 10.1371/journal.pgen.1008103

8 : http://www.iam.u-tokyo.ac.jp/news/20190524/

RRDOEL Vb

[0 DNAZARSHUIWI %3213 7=V R Y — ARNAEIMET (rDNA) 25,
BHNZ2BEH L TRIBEIL ST 5 2 itk Y BEICHREhTw S
ZrEELMICUE Lz, O 5% 7-rDNADEE X h 2 BT
FTHOLEAFIvIIBHI T2 2R L. BXHERELEE
B2 HEATT @WDNAEF L) , O rDNADZE LI
OELEMEIT 2 Z LB HNTE D, AHFERESMEL 2 5
B D ORI H ST 2 Z e i EhE T,

IR EDFTXTOAEYDFRD Y R Y — ARNABET (rDNA) &
EARREESZHR L TEY. DNATARHETIMI 23217 3 L BB
AV —BBEBMLTCLEIAREREEZF>TVET, Z0
rDNARZEEHBEENLDFERO—2TH 2 Z e BHShTE
D, rDNADZREMEFRHEHB ORI THEETT,

SE. 77 AFEMES T OREEEE. IMREBE S O
%% F — LMIIDNA RGN % 321F 7-r DNADKU iR £ THEI L T,
BRLEEHRCHEAET 2 2HALE L, ZOBELBANE
b3 LIDNABRLEIT R o7 Z 225, HEILEA A rDNATR
ZEROMENCBREABLEZR LTV EEZILNET,

ZD XD BREEAOBINX, ABLEADRREETNDEET L &
PTVET, HETLRETERVE S %A -72rDNAIZ, H
SLENTEBEE N E 3, TIEFLRBL) TIZrDNAZBEL TR
FLXEZHEMMTONTWE T, XTI RbEELEMHS
B7VFIAIVIRBTHDD T, RFETHL L 1o 728
JEFLADFBENIC X 2 DNARELOIED, MfDEI L FHED D
KBOMINCH 5T 5 Z e P IhE T,

RERALEAE (W)
4 -+
qn: ===

T I

3. RN LRIRE BPINGER

m = DNARE(L Lo ?
orciors |

NEEE5S
wE

mm

_/'\; ]z REEOBROGVEFHFTONE |

NV (l 1. 1DNA A8 TR CONE |
AN )7
Vs
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RNAHERERR 32 53 BF

RNAHA LS o ZDEFHRTTH S [a e
T ) — bR NE D57 RSN % iR
R DB B oy BE B AR L2 D MTRENE

/BE - BERS (RNABRRERTZETET - BhE © DRI
iH %% (RNABERERFZE YT - 82

Cell Reports
X & A 1L VCP machinery mediates autophagic degrada-

tion of empty Argonaute

#3% . Hotaka Kobayashi T, Keisuke Shoji, Kaori Kiyokawa,
Lumi Negishi and Yukihide Tomarit (1 BE#E#H)
DOI%%E : 10.1016/j.celrep.2019.07.003

83  http://www.iam.u-tokyo.ac.jp/pressrelease/190731/

HEDORL Vb

O EEFONHEMAMSICHEER 7 LT, — ME, [VCP) rEh
BRAFENLTA—F 77— 2o THREINZ L ZHALE
L7z, O MIRAAD SVCPAEL 725 &, IEHARRNAYA LYoV
THRI OB KRB ZeZRHELE L, O VCPILEEBEHERD
FEEEFE LTHHSNE Z 5, AFSLREIZVCPRHEE
DIREMRIC S HIfR T 2 [ REMD D D 5,

TN ) — b eMENZ R RTHIX, ¥4 7 aRNALMIEHh
Z/NXBZRNALFEET 222 T, EbDTERBEBERETOHRER
HILE T, ZOBHRIRNAFA LYY Z IR TED, ¥
A U - HIRRRE L Lo ek A RAEMBRICB W TEHEERKE %
RBELTVES, FEFBRZLIC, 74T/ — M3~ A4 ZBRNA
A LERETRRETHS . ¥4 ZuRNALHKAELTL
B MEQ ) RETRITCRXGBEIATLEVET, LarLED
5, KD XS REHATED 7NV ) — b EDRRLTVBEDH
ZOWTIE, THIREREINTVWERATLR,

4El. RNABSRERHZE 75 O/ MABER BT (FZE20%) . 02T
BIODMEF —LE, ZOTNLD ) — " HBF -7 70 —12&o
THfshzZe2/AHL. ZORRICIEVCP L MEN 2 KT
HATHHZeERHMLE LR, 512, VCPEMIAND S T
. EERRNAY ALY S Y BRI ORABRB I EZRBLE
L7z, BEEZME LT, VCPIIA RBRIERBORIEET L L
THILNTVET, Mo T, ARHFERIE T VT ) — b D5 iRk
ZHHOLPIZ LT TRLE, HARICHVCPOHIGNX B I%REL H R
L7220 BV T, FRMNTVCPOEEZER (IBMPFD,
ALS, R—F UV URFRY) OREERICD BT 2 REED D B
LRI ED,

TAVORNALES LT XAV ORNALRES TEGD o2
dlles 2 o EO7IVI/—F
= V2N r'd ™Y
747DRNA@
| 1eFF>

Ayt e — ‘ ‘

RNA @ < - 9

RNAY ALYy SEOBVNT LT/ — FOBRE

7/ LBEHRRZH
Rz T ooBNZ LT 5
Ll A DA

MuE 5 (5 AEAENFESTE - KEBAE)
Mk RE (57 KA - 862

Cell Reports
X %4 kv rDNA condensation promotes rDNA separation

from nucleolar proteins degraded for nucleophagy after
TORCL inactivation

## . Md. Golam Mostofa, Shamsul Morshed, Ritsu Shibata,
Yuri Takeichi, Muhammad Arifur Rahman, Shun Hosoyama-
da, Takehiko Kobayashi, and Takashi Ushimaru.

DOI%%E : 10.1016/j.celrep.2019.08.059

#8# : http://www.iam.u-tokyo.ac.jp/pressrelease/190925/

B K E R BB AR AT R A IR O HAE I 5 7L
=7, ¥ AEEMESHO/MBRENE S L —F1E. Mo
W5 % 2B LS 2 LA D —HZ R L £ L=,

KEETHEhTVE D, ZORIEBE-=AEY (23) %
PR 2 7= DI A, X7 VA7 2>V — (BNWE % DR
T2F—b779=) BHHET, &A—F 77 T—iF. 20164
J =~V - BRAEE B H XN KR R LEAE SR X =
R L E T3, M EMOIRIETH 2 DNAD AL L L
THRMHIhTWE D, X714 77 P—F. READNAZED
FFEHNORIMEEERI L THRLE T, LHL. 20Ty
Mo ROAFHAFELZARHTT,

SEOWMEE. EFNVEWTH Z2BEEE FWT, Jefafk 5250
L (B kb, ROADPHEIIMDPLHHEL, X2
VA7 7= k300 A e B R L E Uiz, Befalk
MEHET ERVEAICE. REaEIBMEr L EETERRD,
RIVEA T 7O — L BRIMER Y AR EDRRBIMEIZNE L
2o LU, ZOBETOHROERODRIIEZ SR Dozt h
b, Rtk DRI OFIRELEBDFHEORBINE L, O
KR & 2 7 B DI RDHERIF O MO AETFICEET Lz, fifE
MR ER T 2Bt R v 7 EOEM L BAVEOBGRSER S h
TVET, AFEIE. b FofEMICBI 27 v Ff OV I
DISHMFES ARSI E T,

RN B

RENFRTDE

ABAEIAIHA o
SRR B STROHR
Bira O RARAAR IDNARBHDH A DEE
rDNASR B IEHEA A HE *

NBEO LR
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BEVRBDTFRERARST/ 7/ LEERF ST  munE
o

RNA 275 4 > v 7B F NKAP
ZRZREA L T 2HBHEPHEBOFRE

RO (FPBEBTTIREITE - & RHEEED
HE WE (57 LIRS - 8%

The American Journal of Human Genetics

FX X A L Missense Mutations in NKAP cause a Disorder
of Transcriptional Regulation Characterized by Marfanoid
Habitus and Cognitive Impairment

#+% : Sarah K. Fiordaliso, Aiko Iwata-Otsubo, Alyssa L.
Ritter, Mathieu Quesnel-Vallieres, Katsunori Fujiki, Eriko
Nishi, Miroslava Hancarova, Noriko Miyake, Jenny EV.
Morton, Sangmoon Lee, Karl Hackmann, Masashige Bando,
Koji Masuda, Ryuichiro Nakato, Michiko Arakawa, Elizabeth
Bhoj, Dong Li, Hakon Hakonarson, Ryojun Takeda, Margaret
Harr, Beth Keena, Elaine H. Zackai, Nobuhiko Okamoto, Seiji
Mizuno, Jung Min Ko, Alica Valachova, Darina Prchalova,
Marketa Vilckova, Tommaso Pippucci, Christoph Seiler,
Murim Choi, Naomichi Matsumoto, Nataliya DiDonato,
Yoseph Barash, Zdenek Sedlacek, Katsuhiko Shirahige,
Kosuke Izumi*

DOI&E : 10.1016/j.ajhg.2019.09.009

8K : http://www.iam.u-tokyo.ac.jp/pressrelease/191004/

HRORAL Vb

CORNAR T Z4 > v 7HEKF e LTS5 NKAP EIETFER
2 & D AIREE, MarfanfiEf@BHC 8B L 7= SR EE 3 25
MEDRBEIET 2 Z e PHLPICRD E Lz, Ok F2ELHE
HEBIPIIC BT NKAP 2SOIEIRAICEEREEHZ R Z L a5
PICEDFE LT, ORNART I 4 ¥ ¥ ZGEEEERDADOREEN
DG HLNTED, ENEFRISARINTVET, fMdERY
DRIHDH S D278 o 72 2 ¥ TIHEANDJCH AR I E 5,

NKAP [ HEETORBCEE T2 RNA R 754725
ENB7TTF, NKAP OFSREICIZTIREDE L. AR
TOERDPED XS BHEREBZTONIAHTL .,

TORBI TREMFET T OREBHEBIZ. 7 LEHENTHS
SEHOAEEIE S X NKAP BIZTICERE D 272 SFRI0OAD B
EHAELUE L, BEEANESE, Marfan SEERRCHEMIL MR
WERPHEER R O BHEEEZ DL, FHOR/PBRETHS
LEAMLE L, BEOMBOME T RBEZRHTI LIz 2 3,
NKAPERIZ X D ZROBIEFRBICEH XL T0E LA,
NKAPEIETFICHBRE L AROLEREDOY TS 7 4 v ¥ 23RN
BEELTED., NKAP ZEHEMOMERECHERBET L E X
bNET, SHEDSEDN S, RNA R 754 > ZBEyFORSRER
WHOMRIGEEN - BRMAFKEZFISEITZeAPLr TR D %
L&,

RNA 2754 Y ZRBEIPACBVTHEHEETRED Hh, £l
HILEEATED . ARBAOEFRICHT 2 Z L 35 BIFX
nE3,

EREESHRITRRS T

ARIZ R XTI IRR 30T B
R EIZ< SN ERLA

FHE Rt GERHESHRIIIZDE - #8080

Nature Communications

#X & A b Structural insights into ubiquitin recognition
and Ufd1 interaction of Npl4

#%# . Yusuke Sato, Hikaru Tsuchiya, Atsushi Yamagata, Kei
Okatsu, Keiji Tanaka, Yasushi Saeki*, and Shuya Fukai*
DOIFES : 10.1038/s41467-019-13697-y

8k : http://www.iam.u-tokyo.ac.jp/pressrelease/191213/

HRORL Vb

[0 Cdc48D 2 DDA F. Ufdl e NpldbhFiars %0 T2 HH S
PICUE L7z, [ONpl4ALys48 TORD ooV F VEHZ k3
B FHMEIHO I LU E L, OARRRIE, Cdc48-Ufd1-Npl4
HERDER I N B0 T, BIOENX R BRERT 29
TFHEZHOPIC L DT, MO ALPHREENIREZ I Z
B7=hDHEMY I 2RI 3 L FF I E T,

EHEESHENED B OGRS b R AR SR
it (HAE —HSER) OfEMRERISHHRE ORI L — T3,
REBRIVNTVERPREZR VAR B RREIZSTHETH 5Cde4s
D, 20DMETUA1 £ Nplassisa 3 2 1E#la L, Nplasize$F
VRS 2 AR LE L,

CNETORICE D, CAdcaSDMHFNpl4HIL Y & F 3% 383k
FTEHTCAeABIF L ¥ F VTGRS N X VRV HZREIZST
TSN TOE LA, NpUD ¥ ofinZfio Tk icay
FFUHETML TO2DPEAHT LR, £, Cded8hiERER R
7237291213 Cdcd8, Ufdl, Npladnsz i ZiUHE/ER L TRERE
AHEBRT 2B H D FTH, UfdleNpUA LD XS5 ITHEL
TVBEDRHAHTLE, HEAMFEINV—FE, 28FFVEHBLT
Ufd123Npl4 L5 E L RBO VI AMEZIEL. S 51201 - fllld
LAV TOE AN 21TS 2 2T, Cdca8-Ufd1-Npl4 & ok
ARG, NplHC X 2 2 ¥ F VERERO D THRREZIH ST LR L
720 Cdcd8I3MNID S AL IR 5 7, AHRIZ N
5OFHRO RO, Ao MR i h
KD

Lys48 SHTiZEnse
Lys48 8 FERY YD
EERII\UE

Npl4 .: Ufd1

Ufd1-Npl4 L WY Npl4 h¥ Lys48 §#¢
NSOk L BROCEETS
Cdc48 Cdc48-Ufd1-Npl4
w|aKk

) Crrrg
- R

cee S
DEEENT JOF7Y—1I { fREECENk Yl
520 °e o 2N Cdcd8 DO EED

! @EEEND
@

1EEFIEERDSEN
BAMANG
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DFRIGFHRESEF [OP-4i0|
PD-12THINE D E 2 3 5 of

X =2 LDIFRA

K R GrTREENIRTE - REBIZ0
FEs #h (O FREFETYE - B8

Molecular Cell (2020%E1H8HA > 54 Vi)

X %4 kv PD-1imposes qualitative control of cellular
transcriptomes in response to T cell activation

#% : Kenji Shimizu, Daisuke Sugiura, Il-mi Okazaki, Takumi
Maruhashi, Yujiro Takegami, Chaoyang Cheng, Soichi Ozaki,
and Taku Okazaki*

DOI#%%5 : 10.1016/j.molcel.2019.12.012

#8# : http://www.iam.u-tokyo.ac.jp/pressrelease/200109/

FREDOEL Vb

O IS B2 A4APD-125, THIOEML 2 BICTD TV 3
TR, THROBIEZ BEMICELIETVE I 2L,
LE L7, OTHOEM LI X b #EA LR T 28 EF 12,
PD-LIC & o T I N ZBIET £ SNBVEBETIHZ Z L 2 H
RUEL%, ¥/ ZhLOBETORMEMIALE L, O TH
FDKREZRHIH T 2 A h = X A QMENHED ¥ & Hic, PD-1MHE
PUAIZ & 2 53 A SEBHEOW R B X UH LW BRI ERE DB FIc
Baro v B E N E T,

IR AMIED 5T A DIRZHE L FIES AT MTBWTHSHE
& FATR DM OREN 2 S THIkE, PEZZER T2 221ck»oT
WU £ 9, THIRATEEET 2 L X XEREETOREILL
L. 77 - 895 - S - 94 v A4 VAR DINVEERLET, &
NE I RBZ BAPD- 1A THI OB L 2 1HI T 5 2 &
BHISATOVE LD, BIEFLNLTTHEZ Yo &5 ic8ba e
TWVWBPETIHT L7,

Sl RIS B OTE KSR IRHERZ & MIEHEEL & O
FIN—TE. THIIEOBE FRIUCPD-125 MUE 3R Z FHNC I~
F L, ZORE, PD-UC L - THE AR S 2 BT L X
NEVBETFIEHE e E2HALE Lz, £/ ZhoDBIETFOFR
BAEMIHL £ U7z, BIE, PAREEL L TPD-1IHENEIZ L D
BEIAMEOLRTOETH, Z20REBIEHBADREPMEANICE -
TRESERD 3, AWFEREE. PD-IHEDIAIC X 254 H%
RO RRH LW ilEEE oo e Hiffsh 3,

TCR PD-1
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SR EIEF ShOFULEEF
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BE. FRM—VR VT FVEE HAhhqy, 7258, Skl

RNAHERERRZE 57 BF

PIRNAZ Y D & 51204 HhBDh?
~ [Zucchini (Ry*¥—=) J I2&k3
RNAYJWi N — VDRI RS ~

RORET (RNAFSRERIZESEF - BIED)
HER T (RNABRRERTZETEF - RHEBIED
H #¥F (RNABEREWFEDET - B8

Nature

#iXZ A bl : Zucchini consensus motifs determine the
mechanism of pre-piRNA production

## . Natsuko Izumi*, Keisuke Shoji*, Yutaka Suzuki, Susumu
Katsuma and Yukihide Tomari. (*FIZE#R)

DOIFE S : 10.1038/s41586-020-1966-9

f&# © http://www.iam.u-tokyo.ac.jp/pressrelease/200130/

FERDEA Vb

O Zucchini & FHEH % RNAYIKTIK 712 & % piRNAR{ER D A
2, MBENT, ECEHRETZ 2D THRIILE L, O
Zucchiniiz X 2 ¥Iliic, ZhFTH STV o FIEEES 1
DI APEEL. TNDPPIRNABEACEETH S Z L 2 RALE
L7, O 2 X CTHERZIRELSETE LM @INLZ & T,
PIRNARAZED & SRS 2 Z e A EhE T,

piRNA (PIWl-interacting RNA) b $»30EHBED/NE X
RNATY, L2LZO/NSHRRNAZ, MO S ) 2%5F5 L
WO REREHEZRLLTEY. A\MZ2EDLEWHERT 279
WIEBEDK T T, FREETIE, piRNAD, HVEEHEDRX
FXEREMHARCED o TVBE I P> TETVET, Z0D
X5 WCpiRNAOEEHIIHL L TH S/, ¥D XS IKpiRNAN
DK BIERET 2 DD &\ o T BRI e onTiE, BET 3
AHDEFIZT D 20H2bDD, ZhsDMFEESEEGROB
FRICIZAR IR VIRIIC D D 9, FICpiRNAEEDHFRET &
HX N2 YIWiKF Zucchini (X v ¥—=) J &, EHEN KR
BHRNTDIZEVWA—HBFELTED., 20 I L HpiRNARIEH
ZRRELE . HEEIFTOE L,

4E,. RNAMHEIFZ DB OR AT TEn] EHRHMERE.
M EHFHE S O F — 4%, Zucchinilc X 3 piRNARTER A D FE
ArABRENTERICHER T2 CICRILELE, 261
ZucchiniZSid7z & BRI BERFHT LA — L EFHR LU E Lz, &
WFZER R IE. piIRNABFEDSTE TR b2 v 2127 o TO M
ZREWE L. piRNABEA X =X LOH—IRHHZATREICT 2 %
DTHH, TAUTKDpiRNARKOHEMBNKELATET 2 Z b3
WrETEET,

Zucchini
(U )

Trimmer
(HIb ZBEF)
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Nature Communications (> 54 Vit : 1A31H)

FiSX X A4 bJL : Structural insights into selective interaction
between type Ila receptor protein tyrosine phosphatases and
Liprin-a

## : Maiko Wakita, Atsushi Yamagata, Tomoko Shiroshima,
Hironori Izumi, Asami Maeda, Mizuki Sendo, Ayako Imai,
Keiko Kubota, Sakurako Goto-Ito, Yusuke Sato, Hisashi Mori,
Tomoyuki Yoshida, and Shuya Fukai

DOIFE : 10.1038/s41467-020-14516-5

18 : http://www.iam.u-tokyo.ac.jp/pressrelease/200131/

HERDRAL Vb
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WD F TR ELiprin-ak M LT F TRAEREFHEET 5
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EHET AAMAO—HEELPICLE Lz, ¥ F TROEK L H
ik, MR O R EIH OTE AL A ORI & 2 HER R
Ty I THY, ZOFHREHERE OIS B ERER ¥ OMRESGERE O
FEIE & BHACEIE T 5 Z L VR I N TV E T, MFRERE DT
REIC RS 2 MIIEHES 77 7 C 5 2 PTPOIXRICARICHBI L. Bk
FRICHB T 2R OMEE S T L MEEA T 2 Z 2 T F T RBR
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EFHLMCLE Lz, X512, PTPSL Liprin-adHEIEH KD
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nE7, fize
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TR iR R M
PSS EMH SRS
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P TARIPEE
SR F e
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RS ) MEEISEIE T B % %
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Molecular Cell

XX A4 1L Visualizing the role of boundary elements in
enhancer-promoter communication

#% . Moe Yokoshi, Kazuma Segawa, *Takashi Fukaya
DOIFES : 10.1016/j.molcel.2020.02.007

83k : http://www.iam.u-tokyo.ac.jp/pressrelease/200228/

REDRAL Vb
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Wi RK CEWERIEEBIZENT - R¥EBE)
A #i— CERERLEBIZETE - 862
K& HE CEWHBLEDITET Y - BiZ0

Proceedings of National Academy of Sciences, U.S.A.
X &4 b i A key mammalian cholesterol synthesis

enzyme, Squalene Monooxygenase, is allosterically
stabilized by its substrate

#+4 . Hiromasa Yoshioka, Hudson W. Coates, Ngee Kiat
Chua, Yuichi Hashimoto, Andrew J. Brown*, Kenji Ohgane*
DOI%%E : 0.1073/pnas.1915923117

5% : http://www.iam.u-tokyo.ac.jp/pressrelease/200310-2/

HEORL Vb
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F2@E O3 L AT v — VIIBIIREELE DR DEERFTH 5 7%
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EROoTVWET, — /. EIEX) 2R3 2MHa8H2ZL
HIFEFEDLP o TETVETH, ZORFIEBBZLE-TVE
R

SEl, ARERILERES T OEMILAKRERE, KB FB)
B, BAH-BTL, BEXU, A—A PS5V 7D=a—H% 7R
Yz — L ARFEDAndrew J. Brown#iZ o 0% F — Ak, a L
AT — VAR OBEBED DO THIAITLVE) I FY
FF—¥ (SM) BZORETHERA7 7LV EEBAILTSMES %
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Hero& VX 7BDHEY ZDFE L NEHEE

~ IANBANLE|] LEAVRZEIER Te—a—) OES5 1L~

Pl SRER (RNABRREWFZETYT - KAEBid)
H FEH (RNABRREWIZEYY - 8042

PLOS Biology
FSLZ A L . A widespread family of heat-resistant obscure

(Hero) proteins protect against protein instability and
aggregation

#3# . Kotaro Tsuboyama T, Tatsuya Osaki, Eriko Suzuki-Mat-
suura, Hiroko Kozuka-

Hata, Yuki Okada, Masaaki Oyama, Yoshiho Ikeuchi,
Shintaro Iwasaki, and

Yukihide Tomari T (+ BE{EE#)

DOI %% : 10.1371/journal.pbio.3000632

8#% : http://www.iam.u-tokyo.ac.jp/pressrelease/200313/

HREDORAL
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Cancer Discovery

#iX & A L Combined Cohesin-Runx1 Deficiency Synergis-
tically Perturbs Chromatin Looping and Causes Myelodys-
plastic Syndromes

## : Yotaro Ochi, Ayana Kon, Toyonori Sakata, Masahiro M
Nakagawa, Naotaka Nakazawa, Masanori Kakuta, Keisuke
Kataoka, Haruhiko Koseki, Manabu Nakayama, Daisuke
Morishita, Tatsuaki Tsuruyama, Ryunosuke Saiki, Akinori
Yoda, Rurika Okuda, Tetsuichi Yoshizato, Kenichi Yoshida,
Yusuke Shiozawa, Yasuhito Nannya, Shinichi Kotani,
Yasunori Kogure, Nobuyuki Kakiuchi, Tomomi Nishimura,
Hideki Makishima, Luca Malcovati, Akihiko Yokoyama,
Kengo Takeuchi, Eiji Sugihara, Taka-aki Sato, Masashi
Sanada, Akifumi Takaori-Kondo, Mario Cazzola, Mineko
Kengaku, Satoru Miyano, Katsuhiko Shirahige, Hiroshi I
Suzuki*, and Seishi Ogawa*

DOIFH S : 10.1158/2159-8290.CD-19-0982

#8#k © http://www.iam.u-tokyo.ac.jp/pressrelease/200406/
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Awards and Honours

bl

2019.4 | SLRPFARRRE H TR
FHE

Bl Ex
(TENHIERIFTRER DT EHR)

AR 2 DI TEIFEHL% ] 2R
H= R LDIGE

A WK
CRIGF RIS F I U RARKSEF - 55E6M)

FEa—FDNAIZ & 285 Gl HENHE O fEid

2019.5 | HAZE =22 T4 2 R
WrR AT E

B Bt
(VORF NEERRER T DT - BIED)

BB 370~ F> ORGSR

2019.6 | 81 W2 v=F iB{ERE
D=2 ay FRAR—FHEHRE

AR B
(OO F U EEREERR S5 - B2
PRE 2

(O F NEERBERT DT - HFERRSR
=)

rawF AL RN BT BIEa—kK
RNA DHEREDAAL2E MR

2019.7 | International
Congress of Mucosal Immu-
nology 2019 Poster award

HE B
(o4& - BRI HIEIER IR - BIED)

2019.9 | BBEBBIRFE 7 4 — 5 A

fkE s
(7/ LBEHRRSE -BE)

S. cerevisiaeDSIR2iE1x FFHBIC BT
DHHLEIE T L 2 OH%RE

2019.9 | HASEIRA RS E

ERR HIEF
(7' / LBEMRSE - B1E)

DNAEHIFHER ODNA AHYINEHE
FERE IR S B 5

2019.9 | HAE{LE 25 E
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< F UEEICBE T BRSO
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2019.9 | S5 EMPHEAE D
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RERFp5S3D X 7 LAY — LG EHE
2R3 B A LRI RN

2019.9 | 392 H A LS R &
LTESHERE

BN ER
(VOTF SRR DT - KEBE)

HERFPS3IC LB X7 LAY — L
DDNAF S

2019.9 | BESETO International
Psychiatry Conference Best
Poster Award

# FE
(TRMERP RS - KSR

Specificity and commonality of
stress factors in psychological
symptoms among children: A Tokyo
Teen Cohort (TTC) study

2019.11 | HA A At s
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(Sofs - RAHIEFRT S B - 302

B Ig AT & 2 B IR
FEA

§)19.12 | A2 2 75
2 KH
(D FRBERRDE B
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ArgonauteR> 3 7E D5y THIfE

2020.2 | F Rl W B

bR &
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A chromatin integration labelling
method enables epigenomic
profiling with lower input(Nature
Cell Biology 21,287-296(2019))
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BE #H—
(BRI FRED - HR)
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Publications

FRMX

2019.4 | Biochem Biophys
Rep.

Biochemical characterization of
the placeholder nucleosome for
DNA hypomethylation mainte-
nance.

Hirano R, Kujirai T, Negishi L,
Kurumizaka H.

2019.4 | Sci Rep.

Single cell RNA-sequencing
identified Dec2 as a suppressive
factor for spermatogonial
differentiation by inhibiting
Sohlh1 expression.

Makino Y, Jensen NH, Yokota N,
Rossner M]J, Akiyama H, Shirahige
K, Okada Y.

2019.4 | PLoS Genet.

Ribosomal RNA gene repeats
associate with the nuclear pore
complex for maintenance after
DNA damage.

Horigome C, Unozawa E, Ooki T,
Kobayashi T.

2019.5 | Regen Ther.

Endodermal differentiation of
human induced pluripotent stem
cells using simple dialysis culture
system in suspension culture.

Shinohara M, Choi H, Ibuki M,
Yabe SG, Okochi H, Miyajima A,
Sakai Y.

2019.5 | Proc Natl Acad Sci U S
A.

MZB1 promotes the secretion of
J-chain-containing dimeric IgA
and is critical for the suppression
of gut inflammation.

Xiong E, Li Y, Min Q, Cui C, Liu J,
Hong R, Lai N, Wang Y, Sun J,
Matsumoto R, Takahashi D, Hase
K, Shinkura R, Tsubata T, Wang JY.

2019.5 | Commun Biol.

Structural and biochemical
analyses of the nuclear pore
complex component ELYS
identify residues responsible for
nucleosome binding.

Kobayashi W, Takizawa Y, Aihara
M, Negishi L, Ishii H, Kurumizaka
H.

2019.5 | Bioorganic & Medici-
nal Chemistry

Structure-activity relationship
study of estrogen receptor
down-regulators with a diphenyl-
methane skeleton.

Nanjyo S, Ohgane K, Yoshioka H,
Makishima M, Hashimoto Y,
Noguchi-Yachide T.

2019.5 | Nat Commun.

CHD3 helicase domain mutations
cause a neurodevelopmental
syndrome with macrocephaly
and impaired speech and
language.

Snijders Blok L, Rousseau J, Twist
J, Ehresmann S, Takaku M,
Venselaar H, Rodan LH, Nowak CB,
Douglas J, Swoboda KJ, Steeves
MA, Sahai I, Stumpel CTRM,
Stegmann APA, Wheeler P, Willing
M, Fiala E, Kochhar A, Gibson WT,
Cohen ASA, Agbahovbe R, Innes
AM, Au PYB, Rankin J, Anderson IJ,
Skinner SA, Louie RJ, Warren HE,
Afenjar A, Keren B, Nava C, Buratti
J, Isapof A, Rodriguez D, Lewand-
owski R, Propst J, van Essen T,
Choi M, Lee S, Chae JH, Price S,
Schnur RE, Douglas G, Wentzensen
IM, Zweier C, Reis A, Bialer MG,
Moore C, Koopmans M, Brilstra
EH, Monroe GR, van Gassen KLI,
van Binsbergen E, Newbury-Ecob
R, Bownass L, Bader I, Mayr JA,
Wortmann SB, Jakielski KJ, Strand
EA, Kloth K, Bierhals T; DDD study,
Roberts JD, Petrovich RM, Machida
S, Kurumizaka H, Lelieveld S,
Pfundt R, Jansen S, Deriziotis P,
Faivre L, Thevenon J, Assoum M,
Shriberg L, Kleefstra T, Brunner
HG, Wade PA, Fisher SE, Campeau
PM.

2019.6 | Cell Death Dis.
Hepatic ferroptosis plays an
initiating inflammation in

T, Nakasone M, Sakamoto T,

A, Tanaka M.

Phosphine boranes as less

derivatives.
Y, Fujii S.
2019.6 | Nature.

somes involves DNA register
shifting.

mizaka H, Thoma NH.

2019.6 | EMBO Rep.

Budding yeast Rif1 binds to

Donaldson AD.

nonalcoholic steatohepatitis.

2019.6 | Bioorg. Med. Chem.

hydrophobic building blocks
than alkanes and silanes: struc-
ture-property relationship and
estrogen-receptor-modulating
potency of 4-phosphinophenol

important role as the trigger for

Tsurusaki S, Tsuchiya Y, Koumura

Matsuoka M, Imai H, Yuet-Yin Kok
C, Okochi H, Nakano H, Miyajima

Saito H, Matsumoto Y, Hashimoto

DNA damage detection in nucleo-

Matsumoto S, Cavadini S, Bunker
RD, Grand RS, Potenza A, Rabl J,
Yamamoto J, Schenk AD, Schiibel-
er D, Iwai S, Sugasawa K, Kuru-

replication origins and protects
DNA at blocked replication forks.

Hiraga SI, Monerawela C, Katou Y,
Shaw S, Clark KR, Shirahige K,
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2019.7 | Cell Stem Cell.

Filling a gYap in Hepato-Biliary
Tissue Integration in Liver
Homeostasis and Regeneration.

Itoh T, Miyajima A.

2019.7 | EMBO Rep.

The novel IncRNA CALIC upregu-
lates AXL to promote colon
cancer metastasis.

The novel IncRNA CALIC upregu-
lates AXL to promote colon cancer
metastasis.

Kawasaki Y, Miyamoto M, Oda T,
Matsumura K, Negishi L, Nakato R,
Suda S, Yokota N, Shirahige K,
Akiyama T.

2019.7 | Sci Rep.
Intrabody-based FRET probe to
visualize endogenous histone
acetylation.

Chung CI, Sato Y, Ohmuro-Mat-
suyama Y, Machida S, Kurumizaka
H, Kimura H, Ueda H.

2019.7 | Cell Rep.

VCP Machinery Mediates
Autophagic Degradation of Empty
Argonaute.

Kobayashi H, Shoji K, Kiyokawa K,
Negishi L, Tomari Y.

2019.8 | Curr Genet.

Rejuvenation of ribosomal RNA
gene repeats at the nuclear pore.

Horigome C, Kobayashi T.

2019.8 | Genet Med.

The CHD4-related syndrome: a
comprehensive investigation of
the clinical spectrum, geno-
type-phenotype correlations, and
molecular basis.

Weiss K, Lazar HP, Kurolap A,
Martinez AF, Paperna T, Cohen L,
Smeland MF, Whalen S, Heide S,
Keren B, Terhal P, Irving M,
Takaku M, Roberts JD, Petrovich
RM, Vergano SAS, Kenney A, Hove
H, DeChene E, Quinonez SC, Colin
E, Ziegler A, Rumple M, Jain M,
Monteil D, Roeder ER, Nugent K,
van Haeringen A, Gambello M,
Santani A, Medne L, Krock B,
Skraban CM, Zackai EH, Dubbs HA,
Smol T, Ghoumid J, Parker MJ,
Wright M, Turnpenny P,
Clayton-Smith J, Metcalfe K,
Kurumizaka H, Gelb BD, Feldman
HB, Campeau PM, Muenke M,
Wade PA, Lachlan K.

2019.8 | Curr Opin Struct Biol.

Structural transition of the
nucleosome during chromatin
remodeling and transcription.

obayashi W, Kurumizaka H.

2019.8 | EMBO Rep.

H3K14 ubiquitylation promotes
H3K9 methylation for heteroch-
romatin assembly.

Oya E, Nakagawa R, Yoshimura Y,
Tanaka M, Nishibuchi G, Machida
S, Shirai A, Ekwall K, Kurumizaka
H, Tagami H, Nakayama JI.

2019.8 | Open Biol.

Biochemical analysis of nucleo-
some targeting by Tn5 trans-
posase.

Sato S, Arimura Y, Kujirai T,
Harada A, Maehara K, Nogami J,
Ohkawa Y, Kurumizaka H.

2019.8 | Biochem Biophys Res
Commun.

Structure-based design of an
H2A.Z.1 mutant stabilizing a
nucleosome in vitro and in vivo.

Horikoshi N, Kujirai T, Sato K,
Kimura H, Kurumizaka H.

2019.8 | Sci Rep.

Comparative analysis demon-
strates cell type-specific conser-
vation of SOX9 targets between
mouse and chicken.

Yamashita S, Kataoka K, Yamamo-
to H, Kato T, Hara S, Yamaguchi K,
Renard-Guillet C, Katou Y, Shira-
hige K, Ochi H, Ogino H, Uchida T,
Inui M, Takada S, Shigenobu S,
Asahara H.

2019.8 | Proc Natl Acad SciU S
A.

Aging of spermatogonial stem
cells by Jnk-mediated glycolysis
activation.

Kanatsu-Shinohara M, Yamamoto
T, Toh H, Kazuki Y, Kazuki K,
Imoto J, Ikeo K, Oshima M,
Shirahige K, Iwama A, Nabeshima
Y, Sasaki H, Shinohara T.

2019.9 | Cell Rep.

rDNA Condensation Promotes
rDNA Separation from Nucleolar
Proteins Degraded for Nucleoph-
agy after TORCI Inactivation.

Mostofa MG, Morshed S, Shibata R,
Takeichi Y, Rahman MA, Hosoya-
mada S, Kobayashi T, Ushimaru T.

2019.9 | MethodsX

Multiplexing fluorogenic ester-
ase-based viability assay with
luciferase assays.

Kenji Ohgane, Hiromasa Yoshioka,
Yuichi Hashimoto.

2019.9 | Biochem Biophys Res
Commun.

The RNA-binding protein Mex-3B
plays critical roles in the develop-
ment of steroid-resistant neutro-
philic airway inflammation.

Yamazumi Y, Sasaki O,
Suyama-Fuchino S, Kohu K,
Kamoshida Y, Harada H, Fujio K,
Oda T, Akiyama T.
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2019.9 | Acta Crystallogr D
Struct Biol.

Structure determination of the
nucleosome core particle by
selenium SAD phasing.

Saotome M, Horikoshi N, Urano K,
Kujirai T, Yuzurihara H, Kurumiza-
ka H, Kagawa W.

2019.10 | Bioorganic & Medic-
inal Chemistry

Application of Protein Knock-

down Strategy Targeting 3-Sheet
Structure to Multiple Disease-as-
sociated Polyglutamine Proteins.

Yamashita H, Tomoshige S,
Nomura S, Ohgane K, Hashimoto Y,
Ishikawa M.

2019.10 | The American
Journal of Human Genetics

Missense Mutations in NKAP
Cause a Disorder of Transcrip-
tional Regulation Characterized
by Marfanoid Habitus and
Cognitive Impairment.

Fiordaliso SK, Iwata-Otsubo A,
Ritter AL, Quesnel-Vallieres M,
Fujiki K, Nishi E, Hancarova M,
Miyake N, Morton JEV, Lee S,
Hackmann K, Bando M, Masuda K,
Nakato R, Arakawa M, Bhoj E, Li D,
Hakonarson H, Takeda R, Harr M,
Keena B, Zackai EH, Okamoto N,
Mizuno S, Ko JM, Valachova A,
Prchalova D, Vickova M, Pippucci
T, Seiler C, Choi M, Matsumoto N,
Di Donato N, Barash Y, Sedlacek Z,
Shirahige K, Izumi K.

2019.10 | Oncogene.

UHRF1-KAT7-mediated regula-
tion of TUSC3 expression via
histone methylation/acetylation
is critical for the proliferation of
colon cancer cells.

Taniue K, Hayashi T, Kamoshida Y,
Kurimoto A, Takeda Y, Negishi L,
Iwasaki K, Kawamura Y, Goshima
N, Akiyama T.

2019.10 | Immun Inflamm Dis.

Higher incidence of zinc and
nickel hypersensitivity in
patients with irritable bowel
syndrome.

Kageyama Y, Aida K, Kawauchi K,
Morimoto M, Akiyama T, Nakamu-
raT.

2019.11 | Genes Genet Syst.

Defects in the NuA4 acetyltrans-
ferase complex increase stability
of the ribosomal RNA gene and
extend replicative lifespan.

Wakatsuki T, Sasaki M, Kobayashi
T.

2019.11 | J Biol Chem.

Glucocorticoids potentiate the
inhibitory capacity of
programmed cell death 1 by
up-regulating its expression on T
cells.

Maeda N, Maruhashi T, Sugiura D,
Shimizu K, Okazaki IM, Okazaki T.

2019.11 | Adv Exp Med Biol.

Stimulatory and Inhibitory
Co-signals in Autoimmunity.

Okazaki T, Okazaki IM.

2019.11 | Curr Opin Struct
Biol.

Transcription through the
nucleosome.

Kujirai T, Kurumizaka H.

2019.11 | Structure.

Cryo-EM Structures of Centro-
meric Tri-nucleosomes Contain-
ing a Central CENP-A Nucleo-
some.

Takizawa Y, Ho CH, Tachiwana H,
Matsunami H, Kobayashi W, Suzuki
M, Arimura Y, Hori T, Fukagawa T,
Ohi MD, Wolf M, Kurumizaka H.

2019.12 | Mol Cell Biol.

The CCR4-NOT Complex Main-
tains Stability and Transcription
of rRNA Genes by Repressing
Antisense Transcripts.

Hosoyamada S, Sasaki M,
Kobayashi T.

2019.12 | Differentiation.

Metabolomic profiling during the
differentiation of human induced
pluripotent stem cells into
hepatocyte-like cells.

Jellali R, Lereau Bernier M, Tauran
Y, Gilard F, Danoy M, Kido T,
Miyajima A, Sakai Y, Leclerc E.

2019.12 | Mol Omics.

Analysis of the transcription
factors and their regulatory roles
during a step-by-step differentia-
tion of induced pluripotent stem
cells into hepatocyte-like cells.

Tauran Y, Poulain S, Lereau-Berni-
er M, Danoy M, Shinohara M,
Segard BD, Kato S, Kido T, Miyajima
A, Sakai Y, Plessy C, Leclerc E.

2019.12 | Epigenetics Chroma-
tin.

Comprehensive epigenome
characterization reveals diverse
transcriptional regulation across
human vascular endothelial cells.
Epigenetics Chromatin.

Nakato R, Wada Y, Nakaki R, Nagae
G, Katou Y, Tsutsumi S, Nakajima
N, Fukuhara H, Iguchi A, Kohro T,
Kanki Y, Saito Y, Kobayashi M,
Izumi-Taguchi A, Osato N, Tatsuno
K, Kamio A, Hayashi-Takanaka Y,
Wada H, Ohta S, Aikawa M,
Nakajima H, Nakamura M, McGee
RC, Heppner KW, Kawakatsu T,
Genno M, Yanase H, Kume H,
Senbonmatsu T, Homma Y,
Nishimura S, Mitsuyama T,
Aburatani H, Kimura H, Shirahige
K.

2019.12 | Nucleic Acids Res.

Incorporation and influence of
Leishmania histone H3 in
chromatin.

Dacher M, Tachiwana H, Horikoshi
N, Kujirai T, Taguchi H, Kimura H,
Kurumizaka H.
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2019.12 | J Biochem.

Biochemical and structural
analyses of the nucleosome
containing human histone H2A.

Tanaka H, Sato S, Koyama M,
Kujirai T, Kurumizaka H.

2019.12 | Nucleic Acids Res.

A novel mode of DnaA-DnaA
interaction promotes ADP
dissociation for reactivation of
replication initiation activity.

Sugiyama R, Kasho K, Miyoshi K,

Ozaki S, Kagawa W, Kurumizaka H,
Katayama T.Akiyama H, Torikai N,
Sato T, Fujii T, Kimura H, Ogawa T.

2019.12 | Autophagy.

Identification of an AGO (Argo-
naute) protein as a prey of
TER94/VCP.

Kobayashi H, Tomari Y.

2019.12 | Nat Commun.

Chromosome-associated
RNA-protein complexes promote
pairing of homologous chromo-
somes during meiosis in Schizo-
saccharomyces pombe.

Ding DQ, Okamasa K, Katou Y, Oya
E, Nakayama JI, Chikashige Y,
Shirahige K, Haraguchi T, Hiraoka
Y.

2020.1 | Biochem Biophys Res
Commun.

Tissue substructure-specific
deposition of the 3-containing
laminin-332 in the biliary
epithelium of human and mouse
livers.

Yamada M, Okada H, Kikkawa Y,
Miyajima A, Itoh T.

2020.1 | Mol Omics.

Transcriptome profiling of
hiPSC-derived LSECs with
nanoCAGE.

Danoy M, Poulain S, Koui Y, Tauran
Y, Scheidecker B, Kido T, Miyajima
A, Sakai Y, Plessy C, Leclerc E.

2020.1 | Bioorganic & Medici-
nal Chemistry

Luciferase-based HMG-CoA
reductase degradation assay for
activity and selectivity profiling
of oxy(lano)sterols.

Sagimori I, Yoshioka H, Hashimoto
Y, Ohgane K.

2020.1 | Chem. Pharm. Bull.

Design, synthesis and biological
evaluation of novel nonsteroidal
progesterone receptor antago-
nists based on phenylami-
no-1,3,5-tirazine scaffold.

Kaitoh K, Nakatsu A, Mori S,
Kagechika H, Hashimoto Y, Fujii S.

2020.1 | Mol Cell.

PD-1 Imposes Qualitative Control
of Cellular Transcriptomes in
Response to T Cell Activation.

Shimizu K, Sugiura D, Okazaki IM,
Maruhashi T, Takegami Y, Cheng C,
Ozaki S, Okazaki T.

2020.1 | Atlas of Science

Preparation of various nucleo-
somes for biochemical and
structural analyses.

Dacher M, Tikura Y, Kujirai T,
Kurumizaka H.

2020.1 | Nature.

Zucchini consensus motifs
determine the mechanism of
pre-piRNA production.

Izumi N, Shoji K, Suzuki Y, Katsu-
ma S, Tomari Y.

2020.1 | Curr Biol.

The Phosphatase PP1 Promotes
Mitotic Slippage through Mad3
Dephosphorylation.

Ruggiero A, Katou Y, Shirahige K,
Séveno M, Piatti S.

2020.2 | Commun Biol.

Nucleosome destabilization by
nuclear non-coding RNAs.

Fujita R, Yamamoto T, Arimura Y,
Fujiwara S, Tachiwana H, Ichikawa
Y, Sakata Y, Yang L, Maruyama R,
Hamada M, Nakao M, Saitoh N,
Kurumizaka H.

2020.2 | Neurosci Lett.

The blockade of oxytocin recep-
tors in the paraventricular
thalamus reduces maternal
crouching behavior over pups in
lactating mice.

Watarai A, Tsutaki S, Nishimori K,
Okuyama T, Mogi K, Kikusui T.

2020.2 | Invest Ophthalmol Vis
Sci.

The Microbiome of the Meibum
and Ocular Surface in Healthy
Subjects.

Suzuki T, Sutani T, Nakai H,
Shirahige K, Kinoshita S.

2020.3 | Genes Cells.

Reversible expansion of pancreat-
ic islet progenitors derived from
human induced pluripotent stem
cells.

Tanaka A, Watanabe A, Nakano Y,
Matsumoto M, Okazaki Y, Miyajima
A.

2020.3 | J Biol Eng.

Tubular bile duct structure
mimicking bile duct morphogen-
esis for prospective in vitro liver
metabolite recovery.

Rizki-Safitri A, Shinohara M,
Tanaka M, Sakai Y.

2020.3 | Proceedings of the
National Academy of Sciences

A key mammalian cholesterol
synthesis enzyme, squalene
monooxygenase, is allosterically
stabilized by its substrate.

Yoshioka H, Coates HW, Chua NK,
Hashimoto Y, Brown AJ, Ohgane K.
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2020.3 | NAR Genomics and
Bioinformatics

PHi-C: deciphering Hi-C data into
polymer dynamics.

Shinkai S, Nakagawa M, Sugawara
T, Togashi Y, Ochiai H, Nakato R,
Taniguchi Y, Onami S.

2020.3 | Methods.

Methods for ChIP-seq analysis: A
practical workflow and advanced
applications.

Nakato R, Sakata T.

2020.3 | Oncogene.

Deubiquitylase USP25 prevents
degradation of BCR-ABL protein
and ensures proliferation of
Ph-positive leukemia cells.

Shibata N, Ohoka N, Tsuji G,
Demizu Y, Miyawaza K, Ui-Tei K,
Akiyama T, Naito M.

2020.3 | J Am Soc Mass Spec-
trom.

Native Mass Spectrometry of
Protein and DNA Complexes
Prepared in Nonvolatile Buffers.

Saikusa K, Kato D, Nagadoi A,
Kurumizaka H, Akashi S.

2020.3 | Protein J.

Improved Methods for Preparing
the Telomere Tethering Complex
Bqt1-Bqt2 for Structural Studies.

Yuzurihara H, Aizawa Y, Saotome
M, Ichikawa Y, Yokoyama H,
Chikashige Y, Haraguchi T, Hiraoka
Y, Kurumizaka H, Kagawa W.

2020.3 | PLOS Biology

A widespread family of heat-resis-
tant obscure (Hero) proteins
protect against protein instability
and aggregation.

*Tsuboyama K, Osaki T, Matsuu-
ra-Suzuki E, Kozuka-Hata H, Okada
Y, Oyama M, Ikeuchi Y, Iwasaki S,
*Tomari Y.

2020.3 | Proc Natl Acad Sci U S
A.

Sexually dimorphic role of
oxytocin in medaka mate choice.

Yokoi S, Naruse K, Kamei Y, Ansai
S, Kinoshita M, Mito M, Iwasaki S,
Inoue S, Okuyama T, Nakagawa S,
Young L], Takeuchi H.
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Seminars and Symposiums

tSF—-S0EIIL

IQB Seminar 2019.7.22 | B11P e B I —
-
2019.4.4 | 1M E BRI F— (The Rockefeller University-Head of Laboratory)
hngE  3EER
(REARFAZ A R FRITR S HR) 2019.7.24 | 512 BB IF—
RRE BETH
2019.4.22 | 2p @B IS — (Janelia Research Campus-Group Leader)
Xingzhi Xu, Ph.D
(Shenzhen University, China) 2019.7.29 | 5§13M ERBfFEIF—
X RE
2019.4.25 | B33M E RIS — (BALFHN=TIRAZE - BLHER)
A0 m—
(B EERERMEMSERNPAE L F—- 22y M) —4—) 2019.8.20 | 5§14 e B BFEIF—
Rl BB
2019.4.26 | 54Ml RIS — (National Cancer Institute/National Institutes of Health+Ph.D.)
[
(fEEKRZF-BT) 2019.9.26 | 15M €& WIS —
ZHE Kt
2019.5.16 | B5M EEWFIF— (BB KFIcinbE RPN - FHERH)
BRE K= HiE B
(EFERICF RS - 586 (BBEXRFIinEE R F IR - FHEBIH)
2019.5.22 | 36k e mbIF— 2019.10.25 | 516 ERDFEIF—
FE —% Yuzuru Itoh
(fEEKZHEHIR) (Stockholm University/Karolinska Institutet+Ph.D.)
2019.6.3 | 557l E DI F— 2019.11.11 | 5317P] € BB IF—
FE B WA X
(o - BREHIHRRZE 2 EF - TR S) (Friedrich Miescher Institute for Biomedical Research-
Postdoctoral Fellow)
2019.6.4 | E8MI E RIS —
2019.11.12 | 3518k s RWEIF—
RS Rk
(Gregor Mendel Institute Frederic Berger laboratory- B &=
Postdoctoral Fellow) (University of Kansas-Professor)
2019.6.5 | 59WI kML IF— 2019.11.25 | 190 sE P IF—
L EE Heath E Johnson, Ph.D.
(BILFREMBMHRRERRE2—F—LU—4—) (Princeton University*NRSA Postdoctoral Fellow)
2019.6.10| 551 O Pl E BWEIF— 2019.12.13 | 55208 ERW-EIF—
aFx E5 Jan S. Tchorz
(FAEBEIIKRF ST LEZ T FER - 204%) (Novartis Institutes for BioMedical Research+Ph.D.)
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Dietmar Zehn
(Technical University of Munich+Professor)

Pere Santamaria
(University of Calgary-Professor)

2019.12.18 | 521 2Bz IF—

AR B
(VO F VIBEEER RS 5 - Bh )

EE B
(FRRE R HITEER IR S 5F < HEEUR)

B #E=H
(RRKZEERFHITFT- TR
2019.12.19 | 522 g BRI F—
R EE

(Indiana University+Postdoctoral fellow)
2020.2.7 | 23 EReIF—

EH %
(REAZERFHRIA -1 ERET)

B2 FE
(REAZERFHREA -FHERE)

B ES
(FRREREHIERES T -SERES)

# BT
(ERERBPRMTAZRAE B

2020.2.10 | 55240 e Bz IF—

ER £
(RNAHEBERRZ 53 55 - R BIE0)

AF IR
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(REAFAERERETFRARH PR EFIHE)

2020.2.17 | 25 2 RBFE3IF— GHfEik)

2020.2.21 | 552608 sE kW2 IF—

(RBAFZAB L2 — (EFHER) - EABIR)

2020.3.31 | 27 EmpeIF— (i)

1QB Symposium

2019.6.25 | IQB Mini-Symposium 2019
“Chromatin:From Structure To Physiology”

Genevieve Almouzni
(F2—1)—®3Err-Ph.D.)

EEE BF
(7 / LBEHRRSE B

F N
(RRARZRZRRZRARE 586

FE B
(RRESEE BRI - HHIR)

RE =28
(7' LSRRI T2 5F - Bh#0)

UM% B
(D ARZERR-HZEE)

ISH =FE
(BRI KZREFER - 5 {EFREM)

Daniela Rhodes

(R¥ET K% Ph.D.)
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HR 5F
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EER A
(Salk Institutes Z{EFRZEE)

B K
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Ei )
(Max Planck Institute- 1§35 8)

fiak EX

(Cold Spring Harbor Laboratory« RAFRFZ+ZILT7z0—)
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1QB Institute for Quantitative Biosciences

25



2019.9.19 | 4l RIS > HEIDA

Taekjip Ha
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Christian Haering
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Outreach

7 b)) —FiEE

UTokyo Open Campus
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2822019
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Laboratory Tour
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IQB Science School
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IQB Science Cafe
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Others

EOMDES

Research Ethics Seminar

2019.5.20 | 5510 BFSEfRBIEL I —

BE ®»E
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(7' / LSRRI 22 53 £F - 5B6M)

2019.10.28 | 2 BF%fHBL I F—
8 & ARHIIARESE- #18)
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Students Support Office
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IQB Symposium

2019.6.25 | IQB Mini-Symposium 2019

“Chromatin:From Structure To Physiology”

1QB Mini-Symposium 2019

June 25th (Tuesday), 2019, 13:30-17:50
Nakajima Memorial Hall, Yayoi Campus, The University of Tokyo

Session 1 (13:35-15:05)

eneviéve Almodzni (Institut Curie, CNRS UMR3664, France)

Building chromatin: histone variants and chaperones at work

hihiro Horigome (IQB, Univ. Tokyo) =1
Ribosomal RNA gene repeats associate with the nucleagpo@omplex
for maintenance after DNA damaj L

suke Kishi (Grad. Sch. Pharm. Sci., UrfiviTe
Chromatin regulation during neural d?velopmem

s
e e )

Session 3 (16:157:45)
iroakiTachiwana (Cancer Institute, JFCRY pil
Chromatin structure-dependent histoneincerporation

iho Shlmadz (Yokohama City Univ. Grad:§&hF Med. Sci.) %
Mechanistic analysis of gene-specif igtion through

trai iption from H1-compacted chnrmahn . (S
aniela Rhodes (NTU Inst. Struct. biol., Nanyang Tech. Univ. Singapore)
Visualizing Chromatin using CLEM

Sponsored by MEXT Grant-in-Aid for Sci. Res. on Innov. Areas "Chromosome 0S"
N REQUIRED
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Dr. Taekjip Ha

Dr. Christian Haering
Dr. Takashi Fukaya

Dr. Hisashi Tadakuma
Dr. Ryuichiro Nakato
Dr. Hiroshi Kimura

Dr. Hitoshi Kurumizaka
Dr. Yuki Okada
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1QB Science School
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