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into biological insight.




IQB Highlights 2018

External funds

Academic and
Administrative

staff
,315,263,000 172
(YEN)
Country of Students
citizenship I O Research students

International I 2 cy
membersratio (o]

(International students)

6| 22

Collaborative Research

International 40
Domestic 27




QB

Number of IQB official events

Seminars and Symposiums Open campus Outreach (Official Event)
Hosted by IQB and Laboratory tour IQB Science school
and QB Science cafe

Percentage of female researchers

- 27% (8
T 8%

Number of Number of

Awards Research papers
Average of

\‘:” I 7 \\Q\.; Impact factor

L N £ 8.8
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Organization Chart

FinEEEMEF
WRZEEBRFT

Research Division for
Quantitative Life Sciences

MERIBHEEE

Office for Research
and Ethics Promotion

EamEE
MR 2—

Research Center for
Biological Visualization

IQB Institute for Quantitative Biosciences

LAEEEWmEF
BT ERFT

Research Division for
Applied Life Sciences

PREERE

Central Laboratory

FEREE

Student Support Office

FHE

Administrative Office

= E MR SR
MEL> 52—

Research Center for
Cellular Dynamics




Institute for Quantitative Biosciences

PR

Director

FRENIHFU-Hoo2)L

Advisory Council

FiRE ST PR

Research Division for Quantitative Life Sciences

ISR LR T FHZRERF

Research Division for Applied Life Sciences

SaBEmRE> 4

Research Center for Biological Visualization

BEMERESREHRRE> 2—

Research Center for Cellular Dynamics

4 7 LIERARIREAZE B Laboratory of Genome Structure and Function

BERERIFNEIF Laboratory of Membrane Proteins

BHEZEAEEEMESE Laboratory of Protein Expression and Production

ERGEESFRIRAZESE  Laboratory of Macromolecular Complexes

IO F UHBEMEERZRSE  Laboratory of Chromatin Structure and Function

RSy b —IHRIEF  Laboratory of Neural Circuits

NAALYTAIT 4O XARSH  Laboratory of Bioinfomatics

BIEFFRY FT—JHESDEF  Laboratory of Genetic Networks

EFERILFAZTESE Laboratory of Bioorganic Chemistry

SRTRHBEIAZE A Laboratory of Drug Discovery Strategy

TRHERETIMEZESE  Laboratory of Pathology and Development

Rl - BRFIEMIESDEF  Laboratory of Immunology and Infection Control

FVERBEDFRIEMBSE  Laboratory of Rare Disease Research

EYIERITFMENE  Laboratory of Bioinfomatics and Computational Physics

FHEEMREMRSIE  Laboratory of Neuroscience

4 LBEMERHF Laboratory of Genome Regeneration

BEFRERAAFT IV IAMESE  Laboratory of Transcription Dynamics

SRR REBNAERTARILERZE A EF  Laboratory of Functional Nuclear Imaging

INNNN NN NN

IERSYRIVT RSV RMRDE Laboratory of Epitranscriptomics

SFEBRARSHT Laboratory of Molecular and Genetic Information
S FREBRALREIIFI Laboratory of Molecular Pathobiology

RE - BEREDE  Laboratory of Cell Growth and Differentiation
ERHRRAYIRAL EMEBPT Laboratory of Stem Cell Therapy

HEMEABEMZESE  Laboratory of Developmental Biology

RNABEERZESEF Laboratory of RNA Function

BRHMBITITEAZEDEF  Laboratory of Stem Cell Regeneration

MRBETOIS L

Research and Education Program

INNNI

TEHRRISERZE S Laboratory of Behavioral Neuroscience

R R HER

Office for Research and Ethics Promotion

PRERE

Central Laboratory

FEXER
Student Support Office

B

Administrative Office

FEMAZRIE T O S5 L Advanced Research and Education Program

SIRMIERZEEE 704 54 Cutting-edge Research and Education Program

BIEMFRRHE 7O 5L Creative Research and Education Program

HEMMEHRBE IO S L Integrative Research and Education Program

BMEMAZRBME SO 5L Unified Research and Education Program

BRI RIBAERSIE Laboratory of Science Technology and Research Ethic

FRZRIBEBPT Division of Research Ethics

ERZEHEEERBPS Division of Research Promotion

EIBRLEBPY Division of Health and Safety

INNNN NN

RIEIEEBPI Division of Radiation Control

REAFPERESHBRABRAA IV INZANAFAR=S T8~
The University of Tokyo IQB Olympus Bioimaging Center

$8FEF— L General Affairs Team

MR F—L Financial Accounting Team
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Number of Staff Members

B EMNR

H BS

Academic and Administrative Staff

B4 | &3h
Men Women Total
Bi=
Professors e 7 ________ I____ 8
Vg 7 | 8
AssociateProfessors |l | ____ .
% i 3 ! 4
Lecturers oo e
Bh#
Research Associates ________________________|___ 23 _____ 8(” 3|(|)
RS
Technical Support Staff ______________________ 0 8 8
EBME 7 9 16
Administrative Staff
et 47 28(1) | 75(1)
Total
[ | Eﬂ%ﬁ Research Fellows
2O | &Gh
Men Women Total
BAFHERKEAMAERS (DC) 3 | 4
JSPS Research Fellowship for Young Scientists | | ______ | _______l________
HAZiRRSSAIMAER (PD) 2 10 3 (1)
JSPS Research Fellowship for Young Sciendists | __ | _______ | _______1________
HEMES
Collaborative Researchers ____________________ ____2 ________ 2_ ______ ‘f
WmAREE
Researchers for Collaborate Research | ____ | _ ‘f (I) 4 _____ 8 (I)
BrwRa 2 | 3
Post Doctoral Fellows
et 13() |9 | 20
Total

B (5%) ERHEHBEHERARE

Fixed-term Part-time Staff

(BE) EREHBEHERAEHE 7

Fixed-term Part-time Staff

24

W KFERERUVHRE

Postgraduate Students and Research Students

B SEEHEREESE

Fixed-term Academic and Administrative Staff

B4 Z (41 B
Men Women Total
BRI | 0 |
Project Associate Professors | Ll .
BEHK 4 3 .
Project Research Associate/ Project Assistant Professors
BERRA .. 9 6(1) | 15(1)
Project Academic Support Specialiss | Ll .
FHRBEFIRE 0 | |
Research Associates ________________________ | .l 1.
FHEERE 0 3 13
Project Academic Support Staff
et 14| 23(1) | 3701)
Total
B zZOMHE
(RFHUE-ZRHE - BTEHE - FFEEE)
Others
41 Z (4 G
Men Women Total

wig (%) 2 0 2
Professors el
IR (R | 0 |
Assodiate Professors ol ...
g (ZR) 2 0 2
Professors ol
HEHIR (RR) | 0 |
Associate Professors Lol
EEHE
Visiting Professors _______ L. 2 (I) . 0 _____ 2 (I)
BEHEHER
Visiting Associate Professors __________________ 2 0 2
e EhGEET | 0 |
Part-time Lectuers
hEt
e 1) 0 (1)

feXRz fELERiE RERE
Master's Doctoral Research Students

BER 401 | 3) | n@ | 200 0 0 20(5)
Seience e e )
H R A AL 7(4) 2 74) | 73 | 1) 0o | 24012
Frontier Sciences | )
Pharmaceutical Sciences______________________|____ I 0 2 0 0 0 3
BRELEGRE 0 0 0 | 0 0 |

Agriculturaland Life Sciences ||l |
waxXt

Arsascences | SR IS TR Wl AU MO
EFR 2(1) | (1) | 0 0 5(2)
Medicine

et 15(6) | 8(2) | 227) | 15(6) | 1(1) 0 |6l
Total

8 | IQB Institute for Quantitative Biosciences




Budgets

MBRR (XA - RRE - ABEE)

L_'UN

W 5% DR

Facility Area

BYIEMETE Building Extension Area

12,800 m

EEEMRFAHITAAALE Main Building

Income
2,500,000 W ssmEe
Income from External Sources
2,000,517 2,008,973 FIPHREB R
2,000,000 Grants-in Aid for Scientific Research
1,708,078 1,750,019 .
1,589,562 S.b _jiis{é;cﬁﬁ N
ubsidies for Management penses
1,500,000 . 145,585 1419.999
1,000,000 | . .
751,750 848,089
665,303 635,145 534,194 508,861 535240
500000 ||
n
0
(FF Thousandyen ) 2012 2013 2014 2015 2016 2017 2018

. *ﬂ'#ﬁﬂ%gﬂﬂﬁﬁgi (2018 E}E) Grants-in-Aid for Scientific Research in 2018 Academic Year

MREES ZAME (1) ZA#E (FA)

Research Categories Number of Projects Approved Income (Thousand yen)
HPMIPEIHEFZS  Scientific Research on Innovative Areas 12 222,654
RBEE (5) SsdendfcReserch(®) T e
EBEE (M) sdendfcResearch(A) T ke
EBEWE (B) sdendfcRescarch® T T s
EBWE (O SewfcReserh(©) Ty 6987
WBIHIZ () Challenging Research (Ponceringd [ . e710
BMHIR (B3 Chllengng Research (Baploracory) e 5210
EFRR BepCweersamsms e 0s0
EEWE (A) Yomgsdewss () . seso
EERE (B) vewgsaieniss @)y s
RREBRS— FEE ReerchAcvysorp [T 7540
RRREZRE  Srlow 40
EBAEMEIERS  Fund for te Promotion of i Itermational Research | N 5340
Bit  Total 84 535,240

B AEPEE (20185FE)

Income from External Sources in 2018 Academic Year

X5 ZAGE (4) ZA%E (FM)
Classification Number of Projects Approved Income (Thousandyen)

RRIL OFEFFZE  Private Sector Collaborative Research 25 132,390
CBEWIE CommecResarh Ty o
WEEBE  cmenad e 3510
P — 7 VP

&5t Toral 67 780,023
IQB Institute for Quantitative Biosciences | 9



Press Release

TLZRVU-2Z

ERERAERITHESE

TADADRRKZ 287 BB ORIEL 23 %
LA 2 ]

I Rt GREAEME G - HE8E)
e Bl (EAHBESHMRIZETE - B0

HMERES © Nature Communications

Fis#4 © Structural basis of epilepsy-related ligand-receptor
complex LGI1-ADAM22

DOIFES : 10.1038/s41467-018-03947-w

fiEdkH - 201844 H18H (k)

84K : http://www.iam.u-tokyo.ac.jp/pressrelease/180418/

FEDRA b

O TADPADFKEYE 7% FLGIL ¥ ZDZAMAKTH 5 ADAM22
PHEE LR X U RN MRS R DGET 2 2 2T, LGI1%
T UTADAM22 7 7 3V —D & 28 7 i M i o kg% L %
TARRTFEHSPICLE L, O ZAFTIRASNTOVWAEZLGIL
ZEBROPTIIEDOHHADTHTH - =L BICEH LT, Hil- 1 IE
OHMHAZIHSPICLE Lz, O BRI, TALANRE: ZHh
WS 2 RIEE O 4 TR D 2 SR OISO HIRIC
K5I hET,

FEFRMETE

REEEARRYTIIZE D B O G F R ¢ (L sk Bhk, A3
AT O WEHIEAEIZ O LRI 7L — &, TA»ADEK &
72 %453 FLGI1 Y 2 DB TH 2 ADAM22 A5 A L 7= RBED 3 4k
MgEZ2REL, R 22 AWEEBRETS 22T, BIERRKD
THITH - 7-LGI1 DL RICBE LT, HRIIEDQMLMHAZ S 2
WCLE L

BEETAPAD—=DTH 2 HROAREEANEEETAD»A
(Autosomal Dominant Lateral Temporal Lobe Epilepsy :
ADLTE) QR 7 2 FLGINE, M m0is 2 & o827
BD—>DT, ADAM227 7 3V —D&X Y X27H (ADAM22,
ADAM23, ADAM1D) ¥ #E& L THBEST 2 Z 2 RIS TVWE T,
H SRR E W ZE A A2 B 22 B 28 A O VR FHIEAC 2% & D 20 — 7,
LGI1 OZERMBFIWALEDH 5 WVIFADAM22 7 7 IV — L OFEE DR
HELIEREITIET, TALADIIEICE DS Z ZHLMZL
TEZE L/, L L, AREDLAMINHERZLGII-ADAM22
BHERD D FREEHMBIE S IR o TOWERBATLR, S, &
HUEZEZ & DWIZE 7L — 7%, LGI1 ¥ ADAM22 %3454 L7-IRED
& o8 BTN IE B XA A AT, (IR TR, XD
AHELLZAEHELE AR DR T T3 2 itk > T, LGI1
[t DA %ML TADAM22 7 7 3 ) —D & Vo7 B i
MOMBELEZTA2HTEZHLPICLE LR, IHIC, B N TADA
EREHTZTAPATTNRT AT, ZOMEHIRIR O L
DPHEFEL TWE Z e ZHLICLE Lz, ARRIE. TADANNE

& ZAUCBEES 2 MR O 7 I B D 2 SR OISR D
MRS 2 s E T,

fiica il

VTR

ThhhRE
> A%
T,
ERRYF T AEE VFTAGEDRE
RNAEERR 3K 5 5F

RUNRDBDOBDEAF I v 7 RELE 15 7BIET
Y522 iR e R DIZ o E R0 LALVTEI

PRIl S RBE (RN ABSREWIZE Y - 24)
iH¥5 (RNABSREWIZE TS - 8052

MERE4 - Molecular Cell

fm X% : Conformational activation of Argonaute by distinct
yet coordinated actions of the Hsp70 and Hsp90 chaperone
systems

DO : 10.1016/j.molcel.2018.04.010.

fEZEE £ 2018%E5 H18 H ()

8 : http://www.iam.u-tokyo.ac.jp/pressrelease/180518-2/

REDRAL Vb

O 27 BO—E TR &R R 5> yxa oy
2O T, HEDOEEZZZ 2 Z e TEUDTHAERFIL 7,
O%E., xR YHFTETINRTHZ 7747 bR IS
JEDEDEAF I v 7R E{E. 1 DTFLARALVTBETSZ LI
HRTHDTHRINLE Lz, O ¥ ROVBTIA TV FR Y
BHIEHT 2. it T3 o sy Rery s A7 48R PETIER
BTy RB YT AT LOKRRIC, KEREBEVWSEDHLZZRTL
L7

FEFRMEE
RUNRZED—FRE. RN OREIRREZTS vy o
ZfED 22tk BHDOBELEZ S Z L TIEU D THEE L Fi#
THRIEDNTELLICRDET, ZOLIBREXVAIER 75
A7V bRUAZE LRI, filEohicd e e EEEED
LZEDHOENTOVET, LLL, ¥ REVYNIIA TV RY
RIZEDHREDESIENIEZDDICONTIE, THETHL
LFARBDFER R LSFICHENRTVE LT,

Zlal, RN ABSRERFZL B O FEILSE KRR AR, IR 802, KR
KAE VAT OZ HRHE LB DT F — 21, 19T A X —

10 | IQB Institute for Quantitative Biosciences




U EMERWT, 2947 FRURZED—DOTHB TN
= bOEHEAF I v 7ICET 2T R EHEBIRT 2 2 21,
HHRTHIDTHRIAIL F Lz,

AERBEIZ, ¥ ROVBTIA T IR URIADIEEZ, ZD
BREZ TG T 2 L A% T EIHN R R Th 2 &
BT, Ty R UEREOTIEE FIH U7z ESE AR RSS2 2
EOEARFENE T,

DOREE JeROVHR INETRRNAE
D Fz50WTVLWBIRE EESHZEFo2IRE
RO ‘
2EOREER o Q .* ”‘MRNA*
*'i — y) O\ - W sf N,
7»j/—h‘.N1.’ ‘.‘ 1.' ‘r’
BIUTR KE<BIVER DORINER
(mt@RNA@) (mauRNAﬁxanmw) (¢¢@RNAﬁADT>
AN AR—2EMEB BETS
BREREFIHHAT D

REEZEPEBERZATER, HFERA Y DRTEL
BIIPE 5 FiHihi TRTFER b o~y T2ER

W sgfh GRIEFEERIET 0B - 2E)
B ifd GRIEFEERIEBIF S - HEBED)

HEZE4 © Cell Reports

#X % © Re-evaluating the localization of sperm-retained
histones revealed the modification-dependent accumulation
in specific genome regions

DOIFF % : 10.1016/j.celrep.2018.05.094.

ik H - 20184F6 H27H (k)

8 : http://www.iam.u-tokyo.ac.jp/pressrelease/180627-2/

HEDOKRL Vb

OMTFr7aeFri37nRI ko TREELTWS D, HEk
DLW 7 v~ F VR 5T EANA LD INEET Lz, ARFgET
BRI vERETAMERFOX LA TSI ZIVEIAT S
ZXICEoT, R IVITELIRSI L, "L 7 ZADDRNET 2
nxF O EPID TR L E Lz, O ZonidErra~
FrERAWTRIRS — 7 v v b 2iT0, TFEe R b OJE
HERFE L7450, PR NP OF 7 LRBEEZ DBMICIRITET
22 EWALPICUE L, ORIFFEREIE,. KT 24 LR
ANDITYY ) MEEBHR O TEB IS O M A Z Rt T 2 &
RN E T,

FEFM L

THALEYNC BT 2 F1E. 0% U LD A oy Tm& I VICHEE
b2 Z ik TKEESEZ D, BN TR ET, ZOK
PIETICEEINZENITER LR P UA, BT LDY ZITHF
ET200F, EEOHERONT LR, ZOMEZ, HTOEER
BERELZ7u-F U IERLES, BRXMNUDF 7 LD E ZITTFE
FTEDEFANDIZIE,. Za~F w2 o8B L 2175
REWH D FTH, TP ue~F VIRIEFICEVD, {EROTFE
TR BN TES, BT R N VREREMCIHES 2 2 22
R#ET L7z,

Srlal, FEREFEAEHIEHIIZE /B O L =26 R 2EBEAE ., T fe e
DI F —2id. TRXIVERETINEZFOX 7L AT TR
IVTRTRURT 2 2L Ick > THTFZu~F a2 —Icaist
FTR2FREEMFEL, BTLeA L YREEZ LD IEHICGHES 2 22 %
AREIC L E L e, E720 ZOFIREH O TREMNT 21T o 72858,
KA N IR EHORMIC X > T, FEDS 7 2HBUCH
AIMNCRTET 2 Z e ZIHO I L E Lz,

SRR, RBIOETERERL B EI G F 2N LT AliciEb 2 Ty
J LR BIRPKERFEHEZED TOETH, RFFEREEZD
A A =X LD S AL R 253 2 L Hiff s h g 5,

BFRBBE

FERHER
[hiZ g il
Op
JOvzy

&%

RRAE T iAR
RS T

SFIRBARSEF

rzz 5 o3z EHoRE L HEE
—WHEZEY 27335 FPX-RICS —

R L O FRERIEZET ST - % BHERED
Bl i r P S - FHESED)

Hizk4 : EBioMedicine

i 4 - The Autism-Related Protein PX-RICS Mediates
GABAergic Synaptic Plasticity in Hippocampal Neurons and
Emotional Learning in Mice

DOI#H % : 10.1016/j.ebiom.2018.07.011.

fRZEH 1 2018%E7H22H (H)

84K © http://www.iam.u-tokyo.ac.jp/press_release/180725-2

REORAL

O EEMEDQTIERRK ¥ 72 % & > o827 BPX-RICSAS, D RbkiADH]
I CED D T THE e 2 RN L E Uz, U HBHEIE
OB RIIIRADOIEIHEFEDIELE DD D TH, TORFEICES
LW A =R LB FLIVTHLAIZLE L, OPX-RICSD
HRED B D RPHMEDTEIEREDIELZ /-5 F Z L AVRE ., 5
SERST OBEAMEL 72 T K L 2 DBFITIED W T TR D e
SEDSAHEIC TR D £5,

FEFM L

BENE 1222 ORBERTIMOEEZBEIETT, BEREELL
> TR R LOB E 723 TR, XD EXRTOHBNEEETD
GAH. BN THEE KR LTV ET, B#%EA 2 DMKD
TRbkiR ) L IRZN 2589 C. 2 OFERERIEDS [ BIE O FERE I TE 45
LTW3EEZLNTVWET, LIL. ZOFFHFIEILS 50
TVWERATLR, 7 RIS O R RIE BHEZET - Rl
FHEBEZ S, HENCFGE U7 HBERIK &2 > < 7 B PX-RICS % R
HLZ~vvRZHOTZOEIEREZ L £ L, 2O,
PX-RICS2S Bk ICARTE U 7 IH B RE IC M HTH 2 Z e 2R L.

IQB Institute for Quantitative Biosciences | Il



HEEREORESHEIEZHET 2 r 2o 2IcLE L,
PX-RICSOIRED B D m kA D FIREDOREEZ b7 H L, Th
HHPERIEIC DA 2 Z EAVRENIZ 8T L D FHIERTE A
TEDPEEDHEA, BTz IR REIEOBFEICE T 2 Z e s g
ER

INAZVBESTTR GABASFT2

v
ALESY Ca+

E;>~§A

CaMKII

SEMHEEL 4 )

CaMKII
—
S wapmm @ PXRICS
14-3-3  fe 1‘\
GABA, &k

7/ LiRHRER S

BIREHRZ XD MUIERICIAZ 2 Az FER
HIE %E (57 AR D Y - 852

MERE4 © Current Biology
4 - Temporal Regulation of ESCO2 Degradation by the
MCM Complex, the CUL4-DDB1-VPRBP Complex, and the
Anaphase Promoting Complex
DOIF % : 10.1016/j.cub.2018.06.037.

£5H @ 2018fF8H10H (%)
18 : http://www.iam.u-tokyo.ac.jp/pressrelease/180810/

REDORL Vb

O MlEAHE 2 2 B3z O REH S 2 v —& ., XiEficsnT
F—oMifc—o 3 OFIc il I il ) F¥A. Zh%E
ATREIC T 2 ERESCO2D/EHIREE 2 IH & 2012 L % L7z, [ ESCO2i%
BEREHRE 2 —F 2 EHICHEESA L. BEEHRPaY—-3h3
RPN DODRSGE S /7 o5 I TwE LA, ZLT,
AV —FTEHRAL OEDNRL KD LHESHIIHREIND Z W
722D F Lk, O ESCO20E BT b B i 25 &L 2
FTHPFEBORIKTT, AHFRIIC & D T 7 LA~ O FfR
PEED L BHIT, B, HEANEBITE 2 Z e iR ENE T,

FERMYL
BEHRORETH 257 7 23Rk VS REEZ 2 D, A
BHEh s, JEEEMasfiEs siic, av—3h, ¥
Fiextofiic1a ¥ —3FoniEnE s, ZOFBOB. i
RO BEEART Tae—> v 2MENZ Y Y 7RO x 28
IEERDPMEE T, ab—s UiE, ab—ORRA U itk
SEEORER D, IEIC1a B —FoR ik oM 5
Bz 2L ET, OB ab—sri37EFbah
B TREBIZADGPAEZOREL DB I ENTEXLDTITH,
7 F LR DBERE T 2 Z DRl 7R X 1 = X LIE AT L7,
77 LEHENIR S O AR Z AR ORI N — T ak—
P rETEYFMET BEEFETHBESCO2H, DNAZ AL —F 2 &K
HEAKICEERSE T2 2 L THREZ R L. ar — KR THRIZE.
BAEE»SREEL . MBI TLES ZLE2RALEL
2o DEDEEHBZ I —LTVWREET. SO0

ED EFRRE D S, MEER TR, HIEERERESED L
WS ISR R ) = XA LD 872D £ L7z,
ARFUIESCO2D ZE R AR T & 29 /L BF 2 £ 5 JRIET
H % A N—VIEGRED 77 TIRRE O BIfEE X OFWT. IR IO Z
LRI E T,

' HBREE ' '

DNA#ES DNA%&

Z D

HWROHBRI—F Vi 7 SRR
Y=
[P

Je—yy
MCM =
JE—ENDNA
Y

ESCO2 \ﬁ

SFRBARDH

S5 RIS oD S %2 I 3 2 Hi 7 e AL 5 2 ]

Bl il O PSS B - FHESED)
i DEt OF IS - 2k (PR )
W EH O PSS - FHEBIED

MERE# © EMBO Reports

#i 4  SIRT2-mediated inactivation of p73 is required for
glioblastoma tumorigenicity

DOI%S : 10.15252/embr.201745587.

fREAEH : 20184E9H13H

{8 : http://www.iam.u-tokyo.ac.jp/press_release/180918/

HROEA >+

O bR b7 2 F LR TH 2 SIRT2H B kS 27y
F TR == ODIEBERICHERI L ZHLPICLE L,
I SIRT2 A G-I 7T H 2 p73% Mt 7 £ F AL L. S5 IGE %
T 2 A ZHO I U E Uiz, O AWIFESIRIE. SIRT2-p73
KRS 2 AR & U 7= 3541 o0 BH 78 S0 i PR RN S O TR Bk S 2 & I
FENET,

FEFRMLE

STEDWIFIC X D, [BEEHR T 2 D AMIIIZHEEZ D > TED,
75 2V B Hoh AMIREA IS HAHEEE S 2 2 & TS 035
MR, RICHS LTV Z AL Ko TWE T, 20D
FTh TOARMIN 2 PRI 2 MIlAES & R 3 20 EE ) G
JEEHE) ZFioTWB Z b TEE LT

Zlal, 5 TR T ORKILMURHEBZ. DG KB (%%
B S, BUTREEEHEREE O RGEEAEL & b Bt X e i
EYEIES (2704 75 2 b=~ OFitkE. DABHINEEHERE L2
REETHSR (VAT IR =<8l L. ZORSMEOHER:,
WIRICEERME T DR 7 U — = ZRITV, B o7 G T ORHE
fRT ATV E Lz, ZOREE, 1D By £ FAALEEZRSIRT223 ') A+ 7
7 A b —~ i GBI M OHERFPHIEIC AR Z 2| 2) SIRT 23

12 | IQB Institute for Quantitative Biosciences



p73% MW7 £ F ML L T, p73DEREIHMEZ M3 2 Z & HIEEY
JRICEETH S Z e Z2HLDITLE L

APPSR L D S, SIRT2ZEERI & U735 O B3 D5 HEA.,
MBS DIRIRICHIR S 2 Z AR E R E T,

Inhibitor
RNAI

Inhibitor
RNAi

AT

1 Eowe)

Target genes

Cellcycle &
Apoptosis f
L

Tumor progression

EREESHRITRRSF

PRI T B S 2 M AS 7 F 3N ST KA T
24t U Al 1 2 @ une o 7 < il A o fi

G R GRAEMEGEHIIRTE « HE8E)
Wi Bl (B HBES MBS - 3120

M4 Nature Communications

44 - Structural insights into modulation and selectivity of
transsynaptic neurexin-LRRTM interaction

DOI#%S : 10.1038/s41467-018-06333-8.

fRZEH 1 201859 H27H (K)

8l : http://www.iam.u-tokyo.ac.jp/pressrelease/180927/

HROKRAL Vb
O PEFEERE ICBE S 2 fiiaiEs 0 FLRRTME =2 — L ¥ >
(Nrxn) DA T LA K 22/ UCERINSHRES L TR
TEBEYNCOR SFHAZRMIHL % Lz, 0 Nrxnl3 £ LRRTM228
O LRKREBO S Z JUE L. Nrxn1BE2 LRRTM2E2 O ALY
VLA F RN UERN B ERA ORI ZHO 2 U E L,
O ARFZ. FHREIEIERRD X F = X 2 O RS H ERE 2 ¥ i
FEREICH D 2 5RO ORI 2 L HifF S 5,

FEFRMEL

B EBE S U O FHEWRMERIZ & 0 7V — %, Mk
9 FNrxnlf & LRRIM2DS A LS B4 A v %A U THEA L7EE
PRSI AREE 2 DE Uy IRa -+ 2 5i b0 o 7 & a2 i L
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Fiala E, Kochhar A, Gibson WT,
Cohen ASA, Agbahovbe R, Innes
AM, et al.

2018.11 | Science.

Structural basis of the nucleosome
transition during RNA polymerase Il
passage.

Kujirai T, Ehara H, Fujino Y,
Shirouzu M, Sekine SI, Kurumizaka
H.

2018.11 | Nucleic Acids Res.

Cancer-associated mutations of
histones H2B, H3.1 and H2A.Z.1
affect the structure and stability of
the nucleosome.

Arimura Y, Ikura M, Fujita R, Noda
M, Kobayashi W, Horikoshi N,

Sun J, Shi L, Kusakabe M, Harata
M, Ohkawa Y, Tashiro S, Kimura H,
Ikura T, Kurumizaka H.

2018.11 |J Biochem.

Crystal structure of the central and
the C-terminal RNase domains of
colicin D implicated its transloca-
tion pathway through inner
membrane of target cell.

Chang JW, Sato Y, Ogawa T,
Arakawa T, Fukai S, Fushinobu S,
Masaki H.

2018.11 | EMBO Rep.

SIRT2-mediated inactivation of p73
is required for glioblastoma
tumorigenicity.

Funato K, Hayashi T, Echizen K,
Negishi L, Shimizu N, Koyama-Na-
su R, Nasu-Nishimura Y, Morishita
Y, Tabar V, Todo T, Ino Y, Mukasa A,
Saito N, Akiyama T.

2018.12 | Biophys Physicobiol.

Crystallographic analysis of the
overlapping dinucleosome as a
novel chromatin unit.

Nishimura M, Nozawa K,
Kurumizaka H.

2018.12 | Proc Natl Acad Sci
USA.

Mechanism of the E2 to E1 transi-
tion in Ca(2+) pump revealed by
crystal structures of gating residue
mutants.

Tsunekawa N, Ogawa H, Tsueda J,
Akiba T, Toyoshima C.

2018.12 | Biotechnol Bioeng.

Neonatal testis growth recreated in
vitro by two-dimensional organ
spreading.

Kojima K, Nakamura H, Komeya M,
Yamanaka H, Makino Y, Okada Y,
Akiyama H, Torikai N, Sato T, Fujii
T, Kimura H, Ogawa T.

2019.1 | Mol Cell.
Iruka Eliminates Dysfunctional
Argonaute by Selective Ubiquitina-

tion of Its Empty State.

*Kobayashi H, Shoji K, Kiyokawa K,
Negishi L, *Tomari Y.
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2019.1 | Cell Death Dis.

Hepatic ferroptosis plays an
important role as the trigger for
initiating inflammation in nonalco-
holic steatohepatitis.

Tsurusaki S, Tsuchiya Y, Koumura
T, Nakasone M, Sakamoto T,
Matsuoka M, Imai H, Yuet-Yin Kok
C, Okochi H, Nakano H, Miyajima
A, Tanaka M.

2019.1 | Toxicol Sci.

Nrf2 Activation Ameliorates
Hepatotoxicity Induced by a Heme
Synthesis Inhibitor.

Taguchi K, Masui S, Itoh T, Miyaji-
ma A, Yamamoto M.

2019.1 | Methods Mol Biol.

Induction of Functional Hepato-
cytes from Human iPSCs.

Kido T, Koui .

2019.2 | Biol Open.

Cux2 refines the forelimb field by
controlling expression of Raldh2
and Hox genes.

Ueda S, Cordeiro IR, Moriyama Y,
Nishimori C, Kai KI, Yu R, Nakato
R, Shirahige K, Tanaka M.

2019.2 | Neuron.

Pioneer Factor NeuroD1 Rearranges
Transcriptional and Epigenetic
Profiles to Execute Microglia-Neu-
ron Conversion.

Matsuda T, Irie T, Katsurabayashi S,
Hayashi Y, Nagai T, Hamazaki N,
Adefuin AMD, Miura F, Ito T,
Kimura H, Shirahige K, Takeda T,
Iwasaki K, Imamura T, Nakashima
K.

2019.2 | Nat Cell Biol.

A chromatin integration labelling
method enables epigenomic
profiling with lower input.

Harada A, Maehara K, Handa T,
Arimura Y, Nogami J,
Hayashi-Takanaka Y, Shirahige K,
Kurumizaka H, Kimura H, Ohkawa
Y.

2019.2 | Nat Commun.

Author Correction: CHD3 helicase
domain mutations cause a neurode-
velopmental syndrome with
macrocephaly and impaired speech
and language.

Blok LS, Rousseau J, Twist J,
Ehresmann S, Takaku M, Venselaar
H, Rodan LH, Nowak CB, Douglas J,
Swoboda KJ, Steeves MA, Sahai I,
Stumpel CTRM, Stegmann APA,
Wheeler P, Willing M, Fiala E,
Kochhar A, Gibson WT, Cohen ASA,
Agbahovbe R, Innes AM, et al.

2019.2 | Science.

Structural insight into nucleosome
transcription by RNA polymerase Il
with elongation factors.

Ehara H, Kujirai T, Fujino Y,
Shirouzu M, Kurumizaka H, Sekine
SL.

2019.2 | Nat Commun.

The CENP-A centromere targeting
domain facilitates H4K20
monomethylation in the nucleo-
some by structural polymorphism.
Arimura Y, Tachiwana H, Takagi H,

Hori T, Kimura H, Fukagawa T,
Kurumizaka H.

2019.2 | Mol Cell.

RNA Polymerase | Activators Count
and Adjust Ribosomal RNA Gene
Copy Number.

TIida T, Kobayashi T.

2019.2 | Curr Opin Struct Biol.
Structural insights into leucine-rich
repeat-containing synaptic cleft
molecules.

Yamagata A, Fukai S.

2019.2 | FEBS Lett.

Generation of mesothelial progeni-
tor-like cells from mouse-induced
pluripotent stem cells.

Inagaki NF, Inagaki FF, Kokudo N,
Miyajima A.

2019.3 |J Biochem.

Homologous pairing activities of
Arabidopsis thaliana RAD51 and
DMC1.

Kobayashi W, Liu E, Ishii H,
Matsunaga S, Schlogelhofer P,
Kurumizaka H.

2019.3 | Tissue Eng Part A.

Enhanced Hepatic Differentiation of
Human Induced Pluripotent Stem
Cells Using Gas-Permeable
Membrane.

Kimura K, Horiguchi I, Kido T,
Miyajima A, Sakai Y.
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Seminars and Symposiums

tIF—2VRIIVL—-E

IQB Seminar

2018.7.20 | 1l s RWLIF—
FARI 2

(XY Fa—ty Y IRKE-HR)
2018.8.31 | 2] e &I —
Joshua Johansen, Ph.D.
(BMLZEHZEFR)

2018.9.4 | H3M E®MEIF—

Hiroshi Sasaki, Postdoctoral Fellow
(Wyss Institute, Harvard University)

2018.9.5 | 4l 5 R IF—
1M =5
(BFERBAS - BEEHID)
2018.10.2 | 550l ML IF—

A fE—ER
(7' / LERETEIR S - B0

=GN

(RNABEEERRZE 757 - BHER)
2018.10.11 | 6k EBFIF—
gl A7

(BEHBKRZF EHIT)

2018.11.1 | 7] & B3I —
At

(BREESHETRE S EHIR)
2018.11.30 | 8M e HFIF—
Kathleen J. Sweadner, Ph.D.
(Massachusetts General Hospital)
2018.12.10 | 9Ml e HiFIF—

Hitoshi Shiota, Ph.D
(Brigham and Women’s Hospital/Harvard Medical School)

2018.12.17 | %1 0 bl g3 —

Pavel Masek, Ph.D.

(Binghamton University)

2019.1.17 | 11k E R —

Michael S. Levine, Ph.D.

(Princeton University)

2019.1.31 | 12k E R IF—

&8 EER

(bBEART - BUR)

2019.2.22 | §13M E BRI —

Nicolas Prevost, Ph.D.

(Kyoto Gakuen University)

2019.3.8 | 140 ERMEIF—

Chang Liu, Ph.D.

(Lung, and Blood Institute National Institutes of Health)
2019.3.18 | 15k EREIF—

Nobel Prize Dialogue Tokyo 2019

Elizabeth Blackburn, Ph.D.

(Salk Institute for Biological Studies / Morris Herzstein

Endowed Chair in Biology and Physiology / University of
California, San Francisco)

IQB Symposium

2018.7.25 | SE1I] s RS > RO
BEIRBR RIGE - HARZE LR EZEL &
5P RRAFRE v/ 2 KER—IL

BY: BEAERTMRDH

2018.10.29 | 2P E RIS VROV L
A% XA WS T O S L B

B RRAFIEF v N BREBE—FK—I
BY: JOIF UIEEREMEIE
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M Laboratory Tour
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- Hiseq2500

+ MiSeq

- Chromium Controller manufac-
tured by 10X Genomics

* Multiphoton excitation laser
microscope

- Confocal laser scanning micro-
scope

+ Electric inverted microscope

- Inverted research microscope

+ Auto cell segregation system
FACS Aria III Cell Sorter

+ LTQ Orbitrap Velos system
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