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Diversity is at the heart of the Institute.
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IQB Highlights 2020

COLLABORATION

140

Partners of the joint research

International 36
Domestic 104

TRANSPARENCY

Diversity and inclusion

Female 4 O o
Members /°

8 | IQB Institute for Quantitative Biosciences

Internationalization

International Members I I ‘y (9)
(o]

(Countries & Regions)



QB

ENVIRONMENT

New Facility

Covid-19 SDGs

IQB GATE l IQB VISION
®




Number of 1QB 2020

EXTERNAL FUND

2.28
Acquired Amount
|.36
(B:Billion) 2019 2020
ACHIEVEMENT
Publications (Impact Factor avg.) Press releases Awards

66 83 10 6
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QB

LABORATORIES

Research Teams

26

Newly Joines

‘ ALA Advanced
Medical Research

MEMBERS

Teaching and
Researching Staff | 09

Diversity and inclusion

Female Students
Female Staff

Female Members

40 %

Female Members 9 8

International Members 27

Administrative Staff 5 O

Technical Staff | 7

Postgraduate Students and
Research Students 67

Internationalization

: International Staff
’ International Students

International Members

| 196

IQB Institute for Quantitative Biosciences | 11l
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Organization

s

SR EEEMFE
B ERFT

Research Division for
Quantitative Life Sciences

R RIEHEE

Office for Research
and Ethics Promotion

EanEnie
mEt2-

Research Center for
Biological Visualization

IQB Institute for Quantitative Biosciences

CAEEERTT
BRZEARFT

Research Division for
Applied Life Sciences

PRRERE

Central Laboratory

FETEE

Student Support Office

HHEB

Administrative Office

= E MR Shk it
MRt 42—

Research Center for
Cellular Dynamics




Institute for Quantitative Biosciences

iR

Director

FeinE B4 MR FHREBF

TRNIHFU-HooL
Advisory Council

47 7 LSRR Laboratory of Genome Structure and Function

Research Division for Quantitative Life Sciences

BEERERIAAEST  Laboratory of Membrane Proteins

BEREESHRBIFARIE Laboratory of Complexe:

IO F VHBIEHEEMZEAEF  Laboratory of Chromatin Structure and Function

NAFA2THIT 1V ZFRRSEHF  Laboratory of Bioinformatics

BEFRY FT—IHRESEH  Laboratory of Genetic Networks

TRIERESIEAZ ST Laboratory of Pathology and Development

5oi - BAFIEEAZRSE  Laboratory of Inmunology and Infection Control

SDFRIGFAESE  Laboratory of Molecular Immunology

FVERBSIFIRERRSIE  Laboratory of Rare Disease Research

LI L]

EMIERTHAESE  Laboratory of Bioinformatics and Computational Physics

KATS /B (ALA) STIREFREAZAH Laboratory of ALA Advanced Medical Research
KATS /B (ALA) ST ERFHREIEEBFI Laboratory of ALA Advanced Medical Research

ERBREHRE> 52—

TRREMPMEDT  Laboratory of Neuroscience

Research Center for Biological Visualization

7 LBEWMESH Laboratory of Genome Regeneration

BEFRERRLAF I AMESH  Laboratory of Transcription Dynamics

MR AR REBNIERTALIRZR S EF  Laboratory of Functional Nuclear Imaging

[ []]]

IERSYRIVTFZ I RFARAEH  Laboratory of Epitranscriptomics

BEMERSRERREE 2 -

Research Center for Cellular Dynamics

DFIEMIAZSDE  Laboratory of Molecular and Genetic Information
DFREBERFHFIHITAFT  Laboratory of Molecular Pathobiology

HE - BEMESH Laboratory of Cell Growth and Differentiation
MBI AL EHEFRZTABFT Laboratory of Stem Cell Therapy

FEMEABEAESDFF  Laboratory of Developmental Biology

RNABSEERRZESE Laboratory of RNA Function

EHMPHITEERZE ST  Laboratory of Stem Cell Regeneration

TEEERIFIAZESE  Laboratory of Behavioral Neuroscience

KFEEDERBITAZRSE  Laboratory of Computational Genomics

FIZEHERRZESDE  Laboratory of Neural Computation

SCEAIRZERHE SO 5 i Advanced Research and Education Program

HRHEFIOIS L
Research and Education Program

SRR ME 04 5 Ln Cutting-edge Research and Education Program

BISRIAERHE SO S La Creative Research and Education Program

REMEFRBE 7O 5L Integrative Research and Education Program

RARAERHEFOY S L Unified Research and Education Program

MRREHREE

BRI L RIEAERSE Laboratory of Science Technology and Research Ethic

Office for Research and Ethics Promotion

FRZEARIBEBPT Division of Research Ethics

FRZEHEEEBPT Division of Research Promotion

BRIBRSHELFI Division of Health and Safety

BYYRERBIZABFY Division of Animal Experiment Management

LU LT L]

RIEHEEBPI Division of Radiation Control

PREBRE

Central Laboratory

REAFERERRPERBR IV INZINAFARA=D I 52—
The University of Tokyo IQB Olympus Bioimaging Center

FEZER
Student Support Office

=

HIEF—L General Affairs Team

Administrative Office

BRI F—L Financial Accounting Team

IQB Institute for Quantitative Biosciences |



Institution members

B ERNER

Academic and Administrative Staff

=]

B | &¥h

Men Women Total
B=
Professors el 6 2 8
J’Eﬂ}& 5 2 7
Associate Professors________________________ | .l ..l
E-{1 6 0 6
Lecturers oo e
Bh#
Research Associates ________________________ IS 4 _______ |9
Bl (8F9) BE | iy 12
Technical Suppore Seaff bl
EHWA 8 7 15
Administrative Staff
et 41 2 67
Total
Research Fellows
mxEa

BEN | &G &t

Men Women Total
BARZMIRESFHIHEE (DC) 2(1) | 3(1)
ISPS Research Fellowship for Young Scientists_ [ "~ | _______ |SES—-.
BAFiRESFIHRE (PD) 2 2(1) 4 (1)
JSPS Research Fellowship for Young Sciendsts | __ | _______ | ____ 1 .
HERES
Collaborative Researchers ____________________ 8 4 ___f___
WmAREE
Researchers for Collaborate Research | _____| _ 5(') 4 _____ 9“)
BEEEs I 0 |
Post Doctoral Fellows
gt
ot 182 | 11 () | 29@3)

Fixed-term Part-time Staff
() ENE BB EHERAEES

() ER B EREARNE

Fixed-term Part-time Staff

10 (1)

Postgraduate Students and Research Students
feriRi

Master's

Fixed-term Academic and Administrative Staff

NEGHERAAES
‘ 20 | &6H =t
Men Women Total
HERE | 0 ,
Project Professors_____ el
Project Associate Professors___________________|_______ .l _______l.____._.
HEHE ) 0 ;
ProjectLecturers L.
RHEBHH 6 ) e
Project Research Associate/ Project Assiswant Professors | | | ...
BEMEE
freiec_t_/i,;a_dswic_%l'_@srt_§E<iCLali§=f _______________ 7“) 7(2) |4(3)
PR EEEPIRE 2 0 2
Research Associates ol ..
FMiZEHE | T 12
Project Academic Support Staff
et
s 21 (1) | 20(2) | 413)
Others
ZOMBE (%7 - ZE - FEHKE. IFEHEM)
‘ 260 | &6 |
Men Women Total
HiE (%) 2 0 2
Professors e e
ERBIR () | 0 |
Assodiate Professors | __________________l .l ___lo.._.
®iE (BW) 2 0 2
Professors e e
ERIR (BR) | 0 |
AssociateProfessors |l ___ [
EERE
Visiting Professors__________________________l._ 2 _(_I ) ______ 0 _____ 2 (I)
EEHBIR
Visiting Associate Professors___________________ 3 ________ 0 ______ 3
E e T 0 0 0
Part-time Lectuers
et
Toual L (l) 0 I (1)
RERERVAERE

BLaRE

Doctoral

REE

Research Students

2eR 12 3 10 (3) I 0 0 26 (3)

HR AR 73) | 5() | 7@ | 6@ | 1() o |26

fﬁba%jmf}_eet_ieal§sisnc_ef __________________________ I 0 ________ 0 0 0 0 ________ '
presermwveseeess | 0|0 L0 Lo Lo e e

fﬁfﬁiﬁnces I () 2 3 (1) 0 0 7(2)

E?jfe I 0] 3(2) I I 0 7 3)

zoe o [ o [ o oo o | o

et 223) | 103) | 220) | 11@3) | 2(1) 0 67 (19) AN EE O DA (RE)
14 | 1QB Institute for Quantitative Biosciences




Budgets

MEBRR

Facility Area
i {0k

BYIEETE Building Extension Area

13,002 M

EDHRIFEHESAIHR  Life Sciences Research Building

Income
IRA
2,718,105
2,500,000 B =5 - £EmRE
Entrusted and Collaborative Research
2000000 FIPHAREBNER
AR Grants-in Aid for Scientific Research
1790210 1,819,422
0 EEfRte
1,500,000 1,445,585 1.419.999 Subsidies for Management Expenses
TR 935,230
AL 458,593
1,000,000
534,194
508,861 424,439 462,748
500,000 —— —
499,186 452,545 434,756 430,541 m
0
(FF Thousndyen ) 2016 2017 2019 2020

Income from Grants-in-Aid for Scientific Research in Fiscal Year 2020

RIPHAEBMESR (2020FE)

MEEEE

Research Categories

ZAGE ()

Number of Projects Approved

ZAE (FA)

Income (Thousand yen )

IFMTPEISEAZE  Scientific Research on Innovative Areas 8 132,080
CSEEEEENR (A)  TarormamveResearchAcess T N 8880
ESWR (5) SdemfcResearcn(s) T A 7995
RS (A) SdemfcResearch(A) s | se710
RS (B) SqemfcResercn(® T ;T 3670
EEWR (O ScenfcRessarch(©) 24050
RO (BE) Chalenging Research (Proneering) T A 230
CKBETE (BF) Challenging Research (Bplorstory) s | iasso
EEME Eycwersdeniss Ty 605
g 7 leess
RMRREERE  wsrdos e e
A5t Tortal 78 462,748
Income from Entrusted and Collaborative Research in Fiscal Year 2020
it - HEMARE (20205FE)
X 5 SZAGE (1) ZAE (FA)

Classification Number of Projects Approved Income (Thousand yen )
R OB Private Sector Collaborative Research 24 183,783
BHBR  fwwedResarn x| 1461965
WEEBIE  GaeenAd g 98624
BHE Domioss g 7505
a5 Tol 73 1,819,422

IQB Institute for Quantitative Biosciences | 15
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TR O 8BRS 2 R RIS 2 72 9 OB EHTIL % B SE
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T R (ZaeF RGBT - KEBE)
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Communications Biology

WL &2 A4 bV Integral approach to biomacromolecular
structure by analytical-ultracentrifugation and small-angle
scattering

#% : Ken Morishima, Aya Okuda, Rintaro Inoue, Nobuhiro
Sato, Yosuke Miyamoto, Reiko Urade, Maho Yagi-Utsumi,
Koichi Kato, Rina Hirano, Tomoya Kujirai, Hitoshi Kuru-
mizaka & Masaaki Sugiyama

DOIF S : 10.1038/s42003-020-1011-4

83 : https://www.igb.u-tokyo.ac.jp/pressrelease/200608/

SUER R ETR T IRIPESEIT AZILEIRZ0%. ~FEiE MBI
BRI e AE RIS > & — ISR —8d% (5 TR
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W o HINEAE O IEfER GG % R 2 72912, MEERHBo 8T &
R BB OB L KT — 20 LIRET 3B/ MR IRE BT L
f L7

X+ % W 7/ NAHGELEE  (SAS) IARTT O EOE O
W AT S 2R R IEE T AN, ISR ICAE D B0 PRI O R HY
FET 272 CHNEAEOIERRIGEL 7 r 7 7 A 0G5 07z
7Y, o SIS BD B EREE2ATVS Z L B RED
BT UL, 2 2 CRIZETE, @EOat (AUC) Tllllgxh
BREDTFELRZNOTHEL T 0 7 7 A VD2 & BEDHEZ LD
Bk < MR (AUC-SASTE) ZBAEL % L7z. SRIFAUC-SASIET
fEth L7=BEL T 7 > A A B85 e REZITICL T, 1ERED
bEEREYFNERDSREIC R 2 b RIS N E T, F 7,
AUC-SASTEIF b= A PR D X 5 ICHEOBEAER S DTS
3 ZRATERICA LT IBHTTRE T, REE S & BRI ISR
TLIENTEET, BRI X DIRVEEOEM R Z I TERTT
DEEREZ BN T 51257 > T, AUC-SASIEIZ A u] R e Fik
LB eI EINET,

SINROBRTFD
ATESRITORE

XBORETRES FRNTSE
—BEATRORFIFIMND.
BREBZTRATIC
“HARK

J

§ | sxaczns

HFMBECET,
BEDLS

WEATOT 7 AVERKISE
SUROROMETRETES

BRRCOMBRYICE
AFMEBCHETS
BEEHS
ESLTE
AFHWRLTLES

o)
SURORBF

EROSVIIORSFI
WRLTHFREAAT

(CIRAIO7710)

WROTE

R SAS (I\AiiiE,) g

‘small Angle Scattering

SUROSER
xae
SEFR

Lt
luﬁ

(&

B8o
SYI\IRES)
BATOTP AL

WA

BEPICRRSBENSHE S
SAS WEFED T3 B L SHITE

BROEWE | MEETIVT
BUREET | &S

®-

BmmaELTIE
FBEVSILGME

BEROENS VI \UROBERITICH I3 RFEDRE

€

AUC-SAS (BEi04i+ EiELE)

Analytical UltraCentrifugation-Small Angle Scattering

SUROHER

B0
ERACLLYY
WEIOTP

o
il

l L33
BROSVNORMS

WAL

BRHCEINZENT Y/ DHE
DENTNORIHDS

vy

0\ SAS ETHALLBEOTNS

negeecns
gﬁ%éggs‘é{ AUC SEICELHTRID®LE
BROEES
BNOS VI ORRSED
SYNORMS

WELTOT 7L

D

L EMDRR<CET,

Gety,
BHOS VO RARAOBITLAIE @ ¥

v

ustrated by Hiroko Uchide
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[l —D il & EBO s ) AliH % FIRICERH S 2 BB R

el (< F ORGERRENIZET Y - FHEZD
BIBER 8 (7 a~F UREERRERTSE YT - #02)

Nature Protocols
i X A4 oL Chromatin integration labeling for mapping

DNA-binding proteins and modifications with low input
#%  Tetsuya Handa, Akihito Harada, Kazumitsu Maehara,
Shoko Sato, Masaru Nakao, Naoki Goto, Hitoshi Kurumiza-
ka, Yasuyuki Ohkawa & Hiroshi Kimura

DOI%ES : 10.1038/s41596-020-0375-8

8 . https://www.igb.u-tokyo.ac.jp/press_release/200818/

FUNKEEAARBE IR 58T CRINAM TR, SR HEBE.
HE—HEIZ0 W LR AR EBAN B s Fe et il i 22t
kv 2 — ORWEEE. FHEHAHEDES) « BRI RE
MREERIET (7 v~ T U RGERRE 7Y SIS B, 15
FEFETRHEBNED OWMFEI N — 7%, PBOMED & ¥ 5 ) 41
Wit TcE s [7a<vF UfiAf#% (Chromatin  Integration
Labeling: ChIL) %) B3 23R FZMTFILELZ IR L E L,
XHI. INFTOM TV EODY Y IV TEPE—DIE s )
LER LIS TEERATLRD, SR F—3 > 7 uh 88
DTS AR RIFRCHIE S 280 (Multi-target ChIL:
mtChIL) OFIFICH I L F Lz,

AR ZHR30MEOMBETHER I ATV E T, Sk
B BOTREOR—DBIZTRE (57 &) 2o, ERNSGEIE T2
Vi3 2 e THAOKREEZERLET, ZOBRTOEVWIT
21, 77 ADNARKSE T % b 2 b ¥ ORERBEHICIEE R T O
MAERXDHASINATOET, ZOXIRIVS ) AERE T
5Zelickb, HxoMEATHEDLNSEIET bR VEET
MEDESRCEHNENZDNENS T EZRHRDE D TEET,
B ) AEHIE. FERT. HALLZE DTk
T30, TOEFEHLICL, MEEEERHT3 2T A
DD LB RJHEE R AT DR S RS 2 Z L 23AREICR
DET, TES ) LI Z ORHTEANME, ML E H
W AR R EDIGHICD BB L2570, ZhETHZ L OH
a7 Mickh s 2 EROMBHRIPEDOLNTEEZL
7o

Lo LAaDS, PBOMIEEH WYY ) AR R B
HBREL INET, HEIL—T1E, WEHE, B—fildr vty
77 DGR % RS 5 SR O EIEERAN T H 2 ChILiEZ R L
F L7z, Sl ZOBMCET 25 MR R TFEE AR L2 LI
X0, RKHRZEIC ORI ER T 2 e HffEhEd, 512,
27— 7, BA RIS ) LERZ FIRHCHUS rTRE 22 36 Al
FMmtChILOBIFEICIN L ¥ U e, ERDEA TEE DT T
H—obt R U EHiD 2 VI G R F O ETERD A Lo fi#th T

ERVED, TS ANBORETH S THAGDE] OfFH
WIEES>TVWERATLR, ZHETHEBNC LNk -
7WF DM AEDE DM IRENDTTREC R 2 22 b. AB
72385 FHRVE RN O BRI S N, SBIETHBOWFETDH 3
MA, FRNEIGEFRIGFENS LI Y 72 3 BA R © % )5
ANDICHARFEINE T,

AT D BRIE. BEAH R BRI I B E FSE CREST TH#
JuRF> v L lEY 2T 2003 (WFRNREH @ K
1) . &M THHMR RN 2 2858 O B ST o Bl %
(FERFEFH © ) o SCBRLA A BEAI S B8 5 s
% TEBEFHEoO_ELrR272a<xF o RTFr ¥ v,
JP18H05527 (FHMAEKE : RNE) | R oL ELHN
72bDTY,

PEFRIE

18 51 f2 47

3 5259

AR ) \\\6 %)

00 = it D) EEET

ik

18 | IQB Institute for Quantitative Biosciences



IO F IS EKEERE S =% =]
=
QIO @ % 7] 2 5 FGATASDDNAKS S 2 5 = % 2 DR i

~HDB AR E DHEBOFHBEIHAD R~

M K (Z e~ T UREEREVIZE Y - FHENIER)
B 2 (Za~F URGEREENI T - 2UR)

Nature Communications

WL &2 A4 bV Interaction of the pioneer transcription factor
GATA3 with nucleosomes

## . Hiroki Tanaka, Yoshimasa Takizawa, Motoki Takaku,
Daiki Kato, Yusuke Kumagawa, Sara A. Grimm, Paul A.
Wade, and Hitoshi Kurumizaka

DOLF S : 10.1038/s41467-020-17959-y

f8ilk: https://www.igb.u-tokyo.ac.jp/press_release/200818-2/
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Science

FiSXZ A4 bJL : Structural basis for the inhibition of ¢cGAS by
nucleosomes

#4 . #4& . Tomoya Kujirai, Christian Zierhut, Yoshimasa
Takizawa, Ryan Kim,Lumi Negishi, Nobuki Uruma, Seiya
Hirai, Hironori Funabiki, Hitoshi Kurumizaka

DOIF S : 10.1126/science.abd0237

8l : https://www.igb.u-tokyo.ac.jp/press_release/200911/
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PLOS Genetics

WX Z 4 bJL . Meiotic cohesins mediate initial loading of
HORMAD1 to the chromosomes and coordinate SC forma-
tion during meiotic prophase

##  Yasuhiro Fujiwara, Yuki Horisawa-Takada, Erina
Inoue, Naoki Tani, Hiroki Shibuya, Sayoko Fujimura, Ryo
Kariyazono, Toyonori Sakata, Kunihiro Ohta, Kimi Araki,
Yuki Okada , Kei-Ichiro Ishiguro

DOIF % : 10.1371/journal.pgen.1009048

8 : https://www.igb.u-tokyo.ac.jp/press_release/200918/
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Molecular and Cellular Biology

#iXZ 4 hoL . Age-dependent ribosomal DNA variations in
mice

## : Eriko Watada, Sihan Li, Yutaro Hori, Katsunori Fujiki,
Katsuhiko Shirahige, Toshifumi Inada, and Takehiko
Kobayashi

DOI%% : 10.1128/MCB.00368-20

8% : https://www.igb.u-tokyo.ac.jp/press_release/201026/
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Communications Biology
L&A bIU : Histone variant H2A.B-H2B dimers are
spontaneously exchanged with canonical H2A-H2B in the

nucleosome

#%  Rina Hirano, Yasuhiro Arimura, Tomoya Kujirai,
Mikihiro Shibata, Aya Okuda, Ken Morishima, Rintaro
Inoue, Masaaki Sugiyama, and Hitoshi Kurumizaka
DOIFS : 10.1038/542003-021-01707-z

8# : https://www.igb.u-tokyo.ac.jp/press_release/210216/
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Molecular and Cellular Biology

X% 4 v The S-phase cyclin Clb5 promotes rDNA
stability by maintaining replication initiation efficiency in
rDNA

## . Mayuko Goto, Mariko Sasaki and Takehiko Kobayashi
DOIF% %5 : 10.1101/2020.07.06.190892

8l https://www.igb.u-tokyo.ac.jp/press_release/210331_1/
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Regenerative Medicine

FiSXZ A4 oLt Small extracellular vesicles derived from
interferon-y pre-conditioned mesenchymal stromal cells
effectively treat liver fibrosis

## : Suguru Takeuchi, Atsunori Tsuchiya, Takahiro
Iwasawa, Shunsuke Nojiri, Takayuki Watanabe, Masahiro
Ogawa, Tomoaki Yoshida, Katsunori Fujiki, Yuta Koui,
Taketomo Kido, Yusuke Yoshioka, Mayu Fujita, Junichi
Kikuta, Tohru Itoh, Masaaki Takamura, Katsuhiko Shira-
hige, Masaru Ishii, Takahiro Ochiya, Atsushi Miyajima,
Shuji Terai

DO 5 : 10.1038/s41536-021-00132-4

83k https://www.igb.u-tokyo.ac.jp/press_release/210331_2/

HEDORAL Vb

OMERBME» SEEZINEZZIZY Y =4, FIZA VY EZ—T =
By THOLDPUDRIM LI RICHEEINZZ Y Y =L A
KUOHMRI B E DI TED., FHEOMMBEHECER
Rifgxbovrny y =Y EMBEBEICH X5 B aEd
ZrEHALMCLE L,
O4>¥&2=7=zn>yThoo U DRI SN HEREMIE S
FEEINZZ Y Y =W AAER IO 7 7 =IIF K DIE
FNCHFIR O B EFIc R E L. I ZoMBERIcH 2 2l
2L E L7,

CIBAE, AR 722 D R HE L B R AR 2 2 3 AT e v
. ORI ENRIFEEREANE DR 5 RN D
h¥ET,

FHR R KA BB D A S TFFRRE L SR NERE T OS5 5% =
2. TR, T SRHERIBOE. RO E B A RS
FRFEA: - HARHIE T OO B B R, RIRHIERT S/ WS HRAT
MR E O OE W ERIR. W ERREE A ST 0 F ks
SR TOF ZeE J1Re 1 ¢ NN U NE 7 NE T e = ) Pt R i eg il
LV O REHERIR. HHIE—HEBUR L 0L T, HAKEE
40T NERE WS L EZ SN B FEZ T L, MIERGHID & %
EINIEFITNE . RERMIIVME - =27y Y —ahiwrn o
7= N L CREMRERIET 2 e 2O 2ICLE LT, £
AR =7 2y TR L -MERBHEOEEST 2 Y Y —
ZUFHFEZR 0T 2 IR ESI R E b o~ rn T 7y — O RiFET 5
LICRBERYEEZEL I AL LE Lz, ZORSERIE, 6
BT 287 ANMEDRIES, =7 Y Y — Lkl
BRI O R B REED D D 5,

SEFEsMICLEEZ L

HEERE< s o077 —Y

° 5
o®
9:"'
L4 BP0z ik
’ 2.0 925 fEmIcm<

AvZ—7zAYy
TR

Iy —LhBRE_EBTELAARKCZD
BHRIENEERATWET, 1>¥%—7zavy
DR, L VADERINBBENET,

77— A

HERGHR, SELESNET S Y/ — ARIFREET LI 7 RICHL
My L RSN EOHRFDRERIFLE L, S8, LVAMRIIY Y —A
EELET S ETHTHFROBIKIC A Y 25 X ZET.

26 | 1QB Institute for Quantitative Biosciences



Publications

RR®

-

IQB Institute for Quantitative Biosciences | 27



2020.4 | Cancer Discov.

Combined Cohesin-RUNX1
Deficiency Synergistically
Perturbs Chromatin Looping and
Causes Myelodysplastic
Syndromes.

Ochi Y, Kon A, Sakata T, Nakagawa
MM, Nakazawa N, Kakuta M,
Kataoka K, Koseki H, Nakayama M,
Morishita D, Tsuruyama T, Saiki R,
Yoda A, Okuda R, Yoshizato T,
Yoshida K, Shiozawa Y, Nannya Y,
Kotani S, Kogure Y, Kakiuchi N,
Nishimura T, Makishima H,
Malcovati L, Yokoyama A, Takeu-
chi K, Sugihara E, Sato TA, Sanada
M, Takaori-Kondo A, Cazzola M,
Kengaku M, Miyano S, Shirahige K,
Suzuki HI, Ogawa S.

2020.4 | EMBO Rep.

A common molecular mechanism
underlies the role of Mps1 in
chromosome biorientation and
the spindle assembly checkpoint.

Benzi G, Camasses A, Atsunori Y,
Katou Y, Shirahige K, Piatti S.

2020.4 | Int. Arch. Allergy
Immunol.

Higher Prevalence of Nickel and
Palladium Hypersensitivity in
Patients with Ulcerative Colitis.

Kageyama Y, Shimokawa Y,
Kawauchi K, Morimoto M, Aida K,
Akiyama T, Nakamura T.

2020.4 | Journal of Medical
Primatology

A pilot study to establish human
T-cell leukemia virus type 1
(HTLV-1) carrier model using
common marmoset (Callithrix
jacchus).

Hirose, L, Hiramoto T, Tian Y,
Kohara H, Kobayashi S, Nagai, E,
Denda T, Tanaka Y, Ota Y, Liao J,
Miyamoto S, Miura Y, Hijikata Y,
Soda Y, Inoue T, Okahara N, Ito T,
Sasaki E, Tojo A, Uchimaru K, Tani
K.

2020.4 | Internal Medicine

Safe use of nivolumab in a patient
with epipharyngeal carcinoma
and preexisting ulcerative colitis:
a histologically proven case
report.

Hijikata Y, Matsubara Y, Ota Y, Lim
LA, Tani K, Hirata Y, Yotsuyanagi
H.

2020.5 | Journal of Cell Biolgy

Tex19.1 inhibits the N-end rule
pathway and maintains acetylat-
ed SMC3 cohesin and sister
chromatid cohesion in oocytes.

Reichmann J, Dobie K, Lister LM,
Crichton JH, Best D, MacLennan
M, Read D, Raymond ES, Hung CC,
Boyle S, Shirahige K, Cooke HJ,
Herbert M, Adams IR.

2020.5 | Commun Biol.

Paternal restraint stress affects
offspring metabolism via ATF-2
dependent mechanisms in
Drosophila melanogaster germ
cells

Seong KH, Ly NH, Katou Y, Yokota
N, Nakato R, Murakami S, Hiraya-
ma A, Fukuda S, Kang S, Soga T,
Shirahige K, Ishii S.

2020.5 | Biotechnol. Prog.

Characterization of liver
zonation-like transcriptomic
patterns in HLCs derived from
hiPSCs in a microfluidic biochip
environment.

Danoy M, Poulain S, Lereau-Berni-
er M, Kato S, Scheidecker B, Kido
T, Miyajima A, Sakai Y, Plessy C,
Leclerc E.

2020.5 | Oncogene

Deubiquitylase USP25 Prevents
Degradation of BCR-ABL Protein
and Ensures Proliferation of
Ph-positive Leukemia Cells.

Shibata N, Ohoka N Tsuji G,
Demizu Y, Miyawaza K, Ui-Tei K,
Akiyama T, Naito M.

2020.5 | Sci Rep.

Reversible expansion of pancre-
atic islet progenitors derived
from human induced pluripotent
stem cells.

Tanaka A, Watanabe A, Nakano Y,
Matsumoto M, Okazaki Y, and
Miyajima A.

2020.5 | Mol Cell.

ATF7-Dependent Epigenetic
Changes Are Required for the
Intergenerational Effect of a
Paternal Low-Protein Diet.

Yoshida K, Maekawa T, Ly NH,
Fujita SI, Muratani M, Ando M,
Katou Y, Araki H, Miura F, Shira-
hige K, Okada M, Ito T, Chatton B,
Ishii S.

2020.5 | JCO Precision Oncol

Successful clinical sequencing by
molecular tumor board in an
elderly patient with refractory
Sézary syndrome.

Hijikata Y., Yokoyama K., Yokoya-
ma N., Matsubara Y., Shimizu E.,
Nakashima M., Yamaguchi M., Ota
Y., Lim L A., Yamaguchi R., Ito M.,
Tanaka Y., Denda T., Tani K.,
Yotsuyanagi H., Imoto S., Miyano
S., Uchimaru K., Tojo A.

2020.5 | Differentiation

Analysis of hiPSCs differentiation
toward hepatocyte-like cells
upon extended exposition to
oncostatin.

Danoy M, Tauran Y, Poulain S,
Arakawa H, Mori D, Araya K, Kato
S, Kido T, Kusuhara H, Kato Y,
Miyajima A, Plessy C, Sakai Y,
Leclerc E.

2020.6 | Commun Biol.

Multidimensional imaging of
liver injury repair in mice reveals
fundamental role of the ductular
reaction.

Kamimoto K, Nakano Y, Miyajima
A, and Itoh T.
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2020.6 | Genes Cells.

The N-terminal and C-terminal
Halves of Histone H2A.Z
Independently Function in
Nucleosome Positioning and
Stability.

Sato S, Tanaka N, Arimura Y,
Kujirai T, Kurumizaka H.

2020.6 | Commun Biol.

Integral Approach to Biomacro-
molecular Structure by Analyti-
cal-Ultracentrifugation and
Small-Angle Scattering.

Morishima K, Okuda A, Inoue R,
Sato N, Miyamoto Y, Urade R,
Yagi-Utsumi M, Kato K, Hirano R,
Kujirai T, Kurumizaka H, Sugiyama
M.

2020.6 | Nature Immunology

Tet2 and Tet3 in B cells are
required to repress CD86 and
prevent autoimmunity.

Tanaka S, Ise W, Inoue T, Ito A,
Ono C, Shima Y, Sakakibara S,
Nakayama M, Fujii K, Miura I,
Sharif J, Koseki H, Koni P.A.,
Raman I, Li Q, Kubo M, Fujiki K,
Nakato R, Shirahige K, Araki H,
Miura F, Ito T, Kawakami E, Baba
Y, Kurosaki T.

2020.7 | Sci Rep.

Nucleosome binding by the
pioneer transcription factor
OCT4.

Echigoya K, Koyama M, Negishi L,
Takizawa Y, Mizukami Y, Shimaba-
yashi H, Kuroda A, Kurumizaka H.

2020.7 | Proc Natl Acad Sci
USA.

What ATP binding does to the
Ca2+ pump and how nonproduc-
tive phosphoryl transfer is
prevented in the absence of Ca2+.

Kabashima Y, Ogawa H, Nakajima
R, Toyoshima C.

2020.7 | Open Biology

Bioinformatical dissection of
fission yeast DNA replication
origins.

Masuda K, Renard-Guillet C,
Shirahige K, Sutani T.

2020.7 | J Biochem.

Linker DNA and histone contribu-
tions in nucleosome binding by
P53.

Nishimura M, Arimura Y, Nozawa
K, Kurumizaka H.

2020.7 | Cell Rep.

PHF7 Modulates BRDT Stability
and Histone-to-Protamine
Exchange during Spermiogene-
sis.

Kim CR, Noda T, Kim H, Kim G,
Park S, Na Y, Oura S, Shimada K,
Bang I, Ahn JY, Kim YR, Oh SK,
Choi HJ, Kim JS, Jung I, Lee H,
Okada Y, Ikawa M, Baek SH.

2020.7 | Journal of Clinical
Trials

Intestinal Dysbiosis and Probiot-
ics in COVID-19.

Kageyama Y, Akiyama T, Nakamu-
raT.

2020.8 | Proc Natl Acad Sci
USA.

Acetylated histone H4 tail
enhances histone H3 tail acetyla-
tion by altering their mutual
dynamics in the nucleosome.

Furukawa A, Wakamori M,
Arimura Y, Ohtomo H, Tsunaka Y,
Kurumizaka H, Umehara T,
Nishimura Y.

2020.8 | Nature Protocols.

for mapping DNA-binding

low input.

tions
Interaction of the pioneer

nucleosomes.

Wade PA, Kurumizaka H.

Structural Biotechnology
Journal

Toward understanding the
dynamic state of 3D genome.

Shinkai S, Onami S, Nakato R

2020.9 | Sci Rep.

factor secreted from liver
sinusoidal endothelial cells.

Chen SW, Himeno M, Koui Y,

Kido T.

to clinical applications

IM, Okazaki T.

Chromatin integration labeling

Handa T, Harada A, Maehara K,
Sato S, Nakao M, Goto N, Kuru-
mizaka H, Ohkawa Y, Kimura H.

2020.8 | Computational and

Modulation of hepatitis B virus
infection by epidermal growth

Maruhashi T, Sugiura D, Okazaki

proteins and modifications with

2020.8 | Nature Communica-

transcription factor GATA3 with

Tanaka H, Takizawa Y, Takaku M,
Kato D, Kumagawa Y, Grimm SA,

Sugiyama M, Nishitsuji H, Mizoka-
mi M, Shimotohno K, Miyajima A,

2020.9 | J Immunother Cancer

LAG-3: from molecular functions
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2020.9 | PLOS Genetics

Meiotic cohesins mediate initial
loading of HORMAD1 to the
chromosomes and coordinate SC
formation during meiotic
prophase.

Fujiwara Y, Horisawa YT, Inoue E,
Tani N, Shibuya H, Fujimura S,
Kariyazono R, Sakata T, Ohta K,
Araki K, Okada Y, Ishiguro KI

2020.9 | Cell Metab.

Generation of a p16 Reporter
Mouse and Its Use to Characterize
and Target pl6high Cells In Vivo.

Omori S, Wang TW, Johmuray,
Kanai T, Nakano Y, Kido T, Susaki
EA, Nakajima T, Shichino S, Ueha
S, Ozawa M, Yokote K, Kumamoto
S, Nishiyama A, Sakamoto T,
Yamaguchi K, Hatakeyama S,
Shimizu E, Katayama K, Yamada Y,
Yamazaki S, Iwasaki K, Miyoshi C,
Funato H, Yanagisawa M, Ueno H,
Imoto S, Furukawa Y, Yoshida N,
Matsushima K, Ueda HR, Miyajima
A, Nakanishi M.

2020.10 | Sci Rep.

Essential roles of oncostatin M
receptor f3 signaling in renal
crystal formation in mice.

Yamashita S, Komori T, Kohjimoto Y,
Miyajima A, Hara I, and Morikawa Y.

2020.10 | J Mol Biol.

Contributions of histone variants
in nucleosome structure and
function.

Kurumizaka H, Kujirai T, Takizawa Y.

2020.10 | Human Gene Thera-
Py

Aspects of Gene Therapy Prod-
ucts Using Current Genome-Edit-
ing Technology in Japan.

Yamaguchi T, Uchida E, Okada T,
Ozawa K, Onodera M, Kume A,
Shimada T, Takahashi S, Tani K,
Nasu Y, Mashimo T, Mizuguchi H,
Mitani K, Maki K.

2020.10 | Cell Rep.

Essentiality of CENP-A Depends
on Its Binding Mode to HJURP.

Hori T, Cao J, Nishimura K,
Ariyoshi M, Arimura Y, Kurumiza-
ka H, Fukagawa T.

2020.10 | Science

Structural basis for the inhibition
of cGAS by nucleosomes.

Kujirai T, Zierhut C, Takizawa Y,
Kim R, Negishi L, Uruma N, Hirai
S, Funabiki H, Kurumizaka H.

2020.10 | Mol. Cell. Biol.

Age-dependent ribosomal DNA
variations in mice.

Watada E, Li S, Hori Y, Fujiki K,
Shirahige K, Inada T, Kobayashi T.

2020.10 | Development,
Growth & Differentiation

Diverse sensory cues for individ-
ual recognition.

Chung M, Wang MY, Huang Z,
Okuyama T.

2020.10 | Nucleic Acids Res.

Acetylation-modulated communi-
cation between the H3 N-terminal
tail domain and the intrinsically
disordered H1 C-terminal
domain.

Hao F, Murphy KJ, Kujirai T, Kamo
N, Kato J, Koyama M, Okamato A,
Hayashi G, Kurumizaka H, Hayes
JI.

2020.11 | Ann Rheum Dis.

Parsing multiomics landscape of
activated synovial fibroblasts
highlights drug targets linked to
genetic risk of rheumatoid
arthritis.

Tsuchiya H, Ota M, Sumitomo S,
Ishigaki K, Suzuki A, Sakata T,
Tsuchida Y, Inui H, Hirose J, Kochi
Y, Kadono Y, Shirahige K, Tanaka
S, Yamamoto K, Fujio K.

2020.11 | RNA

siRNA potency enhancement via
chemical modifications of
nucleotide bases at the 5'-end of
the siRNA guide strand.

Shinohara F, Oashi T, Harumoto T,
Nishikawa T, Takayama Y, Miyagi
H, Takahashi Y, Nakajima Y,
Sawada Y, Koda Y, Makino A, Sato
A, Hamaguchi K, Suzuki M,
Yamamoto J, Tomari Y, Saito JI.

2020.11 | RNA

Mechanistic analysis of the
enhanced RNAi activity by
6-mCEPh-purine at the 5’ end of
the siRNA guide strand.

Brechin V, Shinohara F, Saito ]I,
Seitz H, Tomari Y.

2020.11 | Nature Communica-
tions

Transcription-dependent cohesin
repositioning rewires chromatin
loops in cellular senescence.

Olan I, Parry AJ, Schoenfelder S,
Narita M, Ito Y, Chan ASL, Slater
GSC, Bihary D, Bando M, Shirahige
K, Kimura H, Samarajiwa SA,
Fraser P, Narita M.

2020.12 | Dermatology

Dysbiosis of Oral Microbiota
Associated with Palmoplantar
Pustulosis.

Kageyama Y, Shimokawa Y,
Kawauchi K, Morimoto M, Aida K,
Akiyama T, Nakamura T.
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2020.12 | Proc Natl Acad Sci
USA.

Binding of cardiotonic steroids to
Na+,K+-ATPase in the E2P state.

Kanai R,Cornelius F, Ogawa
H,Motoyama K, Vilsen C, Toyoshi-
ma C.

2020.12 | bioRxiv

Transcription and replication
organize cohesin-dependent
chromosome loops.

Jeppsson K, Sakata T, Nakato R,
Milanova S, Shirahige K,
Bjoerkegren C.

2020.12 | Health Sci Rep.

Dental metal hypersensitivity in
patients with psoriasis vulgaris: A
case-control study using an in
vitro quantitative sensitivity test.

Kageyama Y, Aida K, Kawauchi K,
Morimoto M, Akiyama T, Nakamu-
raT.

2020.12 | EEEMBEHBER L X 2
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2021.1 | Mol. Cell. Biol.

TARMI1 contributes to develop-
ment of arthritis by activating
dendritic cells through recogni-
tion of collagens.

Yabe R, Chung SH, Murayama MA,
Kubo S, Shimizu K, Akahori Y,
Maruhashi T, Seno A, Kaifu T, Saijo
S, Iwakura Y.

2021.1 | Current Opinion in
Neurobiology

Distinct functions of ventral CA1
and dorsal CA2 in social memory.

Watarai A, Tao K, YunWang M,
Okuyama T.

2021.1 | Biotechnol Bioeng.

Multi-omics analysis of
hiPSCs-derived HLCs matured
on-chip revealed patterns typical
of liver regeneration.

Danoy M, Tauran Y, Poulain S,
Jellali R, Bruce J, Leduc M, Le Gall
M, Gilard F, Kido T, Arakawa H,
Araya K, Mori D, Kato Y, Kusuhara
H, Plessy C, Miyajima A, Sakai Y,
Leclerc E.

2021.1 | STAR Protocol.

Protocol for isolation of sperma-
tids from mouse testes.

Kim CR, Noda T, Okada Y, Tkawa
M, Baek SH.

2021.1 | Anticancer Research

Development of new oncolytic
virotherapy targeting breast
cancer using Coxsackievirus B3.

Sagara M, Miyamoto S, Itoh S, Soda
Y, Tani K.

2021.1 | Proc Natl Acad Sci
USA.

Live-cell epigenome manipula-
tion by synthetic histone acetyla-
tion catalyst system.

Fujiwara Y, Yamanashi Y, Fujimura
A, Sato Y, Kujirai T, Kurumizaka H,
Kimura H, Yamatsugu K, Kawashi-

ma SA, Kanai M.

2021.1 | EMBO]J.

Cryo-EM structure of the CENP-A
nucleosome in complex with
phosphorylated CENP-C.

Ariyoshi M, Makino F, Watanabe R,
Nakagawa R, Kato T, Namba K,
Arimura Y, Fujita R, Kurumizaka H,
Okumura EI, Hara M, Fukagawa T.

2021.2 | Genes Cells.

Identification and characteriza-
tion of the antigen recognized by
the germ cell mAb TRA98 using a
human comprehensive wet
protein array.

Fukuda E, Tanaka H, Yamaguchi K,
Takasaka M, Kawamura Y, Okuda
H, Isotani A, Tkawa M, Shapiro VS,
Tsuchida J, Okada Y, Tsujimura A,
Miyagawa Y, Fukuhara S, Kawaka-
mi Y, Wada M, Nishimune Y,
Goshima N.

2021.2 | Biochem Biophys Res
Commun.

Single-cell transcriptional
analysis reveals developmental
stage-dependent changes in
retinal progenitors in the murine
early optic vesicle.

Yamada R, Oguri A, Fujiki K,
Shirahige K, Takezoe H, Takahashi
N, Kanai Y.

2021.2 | Life Sci Alliance.

Structural basis of nucleosomal
histone H4 lysine 20 methylation
by SET8 methyltransferase.

Ho CH, Takizawa Y, Kobayashi W,
Arimura Y, Kimura H, Kurumizaka
H.
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2021.2 | Commun Biol.

Histone variant H2A.B-H2B
dimers are spontaneously
exchanged with canonical
H2A-H2B in the nucleosome

Hirano R, Arimura Y, Kujirai T,
Shibata M, Okuda A, Morishima K,
Inoue R, Sugiyama M, Kurumizaka
H.

2021.2 | EMBO Rep.

H4K20mel and H3K27me3 are
concurrently loaded onto the
inactive X chromosome but
dispensable for inducing gene
silencing.

Tjalsma SJD, Hori M, Sato Y,
Bousard A, Ohi A, Raposo AC,
Roensch J, Le Saux A, Nogami J,
Maehara K, Kujirai T, Handa T,
Bagés-Arnal S, Ohkawa Y, Kuru-
mizaka H, da Rocha ST, ZyliczJ]J,
Kimura H, Heard E.

2021.3 | Chem Sci.

Organoruthenium-catalyzed
chemical protein synthesis to
elucidate the functions of
epigenetic modifications on
heterochromatin factors.

Kamo N, Kujirai T, Kurumizaka H,

Murakami H, Hayashi G, Okamoto
A.

2021.3 | Current Biology
Dynamic regulation of anteri-
or-posterior patterning genes in

living Drosophila embryos.

Fukaya T.

2021.3 | NPJ Regen Med

Small extracellular vesicles
derived from interferon-y
pre-conditioned mesenchymal
stromal cells effectively treat
liver fibrosis.

Takeuchi S, Tsuchiya A, Iwasawa T,
Nojiri S, Watanabe T, Ogawa M,
Yoshida T, Fujiki K, Koui Y, Kido T,
Yoshioka Y, Fujita M, Kikuta J, Itoh
T, Takamura M, Shirahige K, Ishii
M, Ochiya T, Miyajima A, Terai S.

2021.3 | Cell Signal.

Cdc14 protein phosphatase and
topoisomerase Il mediate rDNA
dynamics and nucleophagic
degradation of nucleolar proteins
after TORCI1 inactivation.

Mostofa M, Morshed S, Mase S,
Hosoyamada S, Kobayashi T,
Ushimaru T.

2021.3 | Anticancer Research

Clinical trial of a cancer vaccine
targeting VEGF and KIF20A in
advanced biliary tract cancer.

Murahashi M., Tsuruta T., Yamada
K., Hijikata Y., Ogata H., Kishimoto
J., Yoshimura S., Hikichi T.,
Nakanishi Y., Tani K.
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Mitotic phosphorylation of HPa regulates its cell cycle-de-
pendent chromatin binding
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Defects in the NuA acetyltransferase complex increase

stability of the ribosomal RNA gene and extend replica-
tive lifespan
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2020.12 | NAM Healthy Longevity Grand Chal-
lenge Award “Catalyst Award”
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A Novel Strategy for Mucosal Immune Enhancement by
an IgA Antibody Drug and an IgA-inducing
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The Scientific Advisory Council (SAC) of the Institute for
Quantitative Biosciences (IQB) at the University of Tokyo
met via zoom for six sessions between 8 February and 11
March 2021. Overall, the SAC was impressed with the
resilience shown by the IQB and its

researchers during a very difficult year that was shaped by
Covid-19 restrictions. The innovations introduced into the
institute’s organization and the efforts made to improve
communication, mentoring and ethical training, are all
highly laudable.

Covid-19 impact on junior scientists and junior faculty

The Covid-19 restrictions will be most severely felt by the
IQB junior scientists and faculty who work on fixed-term
contracts, or who work towards evaluation milestones. The
option for incorporating flexibility to fixed-term contracts
and to the ten-year rule should be

explored, both within IQB and in consultation with the
University and the government.

Flexibility should likewise be favourably looked at when a
junior scientist or faculty is taking parental leave.

Gender balance

The SAC notes that the gender balance among researchers
and students at IQB is better as compared to the University
of Tokyo average, which is commendable. This said, the
percentage of female researchers and students is still
approximately only 30% and shows a downward trend
since 2018. We therefore recommend that IQB continues to
survey and act to improve gender balance at the institute.

How can we reduce the distance between administration
and researchers?

The 1QB administration team gave an excellent presenta-
tion about their role in the institute and their aspiration to
reduce the distance between administration and research-
ers. Their visit to the Crick Institute showed a serious
commitment to learn from other successful institutes.
Small logistical changes could promote more personal
interactions between researchers and administrators,
thereby providing a more valuable and ultimately more
efficient provision of administrative services. An ¢
open-door’ office, with a dedicated researcher contact
point, could encourage personal interactions as opposed to
remote electronic exchanges. Setting up an administrative
outpost in each of the IQB locations might additionally
enhance chances of personal interactions. Encouragement
to communicate the scientific goals of each team with the
administrative staff and vice versa, might make use of a
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Science Café-like environment to promote interactions.
Additionally, inclusion of administrative staff at certain
institute events will foster further meaningful interactions.
Social events, as soon as they are allowed, should be
inclusive for all IQB members.

Funding for the IQB Central Laboratories

The SAC noted the value of the IQB Central Laboratories
that provide access to and support with the use of high-end
equipment. These Central Laboratories (also called Core
facilities) are a key feature of modern interdisciplinary
institutes. The type of services provided in the Core
facilities will evolve over time and take into account new
technological developments as well as demand. With this
in mind, the engagement of a shared expert in image
analysis

and Al might be helpful to several groups. The funding of
such Central Laboratories poses a challenge for any
department or institute. The SAC therefore was unable to
present an easy solution for the upkeep and possible
further development of IQB’s Central Laboratory.

Creative management is recommended that encompasses
various sources of income, including industry partnerships
and collaborations with other University departments.
User cross-charging will be an inevitable part of the funding
structure and users should be encouraged, as far as
possible, to ask for Central Laboratory costs in all grant
applications.

Dialog with the University regarding a possible top-up of
University funds for the Central Laboratory is encouraged.

Refurbishment of the ‘Old Building’

As the former home of the IQB’s predecessor, the IMCB, the
‘Old Building’ has historic value to the IQB. The SAC is
pleased to learn that a refurbishment program is under way
that restores functionality to the building, including a new
lecture hall. Once new research groups are able to populate
the building, we advise the establishment of a careful mix
of senior and junior groups. This arrangement has the aim
to foster interactions as well as to promote mentoring and
exchange of best practice in laboratory techniques and
management.

Postdoc mentoring

The career development programs for postdocs in Japan
are often poorly defined, leading to excessively long
periods of dependence on a professor, even though the
postdoc might be highly productive. This can be discourag-
ing to promising young scientists with

aspirations of running an independent laboratory. IQB is
encouraged to set up arrangements whereby successful
postdocs are strongly recommended for positions
elsewhere well before the 10 year point, rather than being
internally promoted. In exchange,

IQB should seek to hire junior group leaders, possibly from
the institutes where 1QB’s most successful postdocs find
positions, but ideally through international competitive
recruitment. This mobility will enhance the independence
of junior group leaders and overcome the problem of «

inbreeding”. Furthermore, this will bring recognition to IQB
as a great place to be a postdoc, which in turn should make
IQB an attractive destination for the best international
postdocs. Programs that train postdocs in how to apply for
positions and interview effectively, are encouraged.

The labor contract act, which guarantees that a high quality
labor employee who exceeds

10-years with the same employer, is eligible for permanent
contract, is not appropriate for postdocs and trainees, who
by definition should move on to other positions.

Conclusion

The SAC wholeheartedly looks forward to meeting our
colleagues at IQB again in person next year. The next SAC
meeting has provisionally been scheduled to take place
during the week starting 22 March 2022.
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