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Transforming quantitative experimentation
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IQB Highlights 2018

External funds

Academic and
Administrative

staff
,315,263,000 172
(YEN)
Country of Students
citizenship I O Research students

International I 2 cy
members ratio (o]

(International students)

6| 22

Collaborative Research

International 40
Domestic 27




QB

Number of IQB official events

Seminars and Symposiums Open campus Outreach (Official Event)
Hosted by IQB and Laboratory tour IQB Science school
and QB Science cafe

Percentage of female researchers

- 27% (8
T 8%

Number of Number of

Awards Research papers
Average of

\.:,I I 7 \Q\‘; Impact factor

L N £ 8.8
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Organization Chart

FinEEEGETF
Wz ERrI

Research Division for
Quantitative Life Sciences

MR BRI R

Office for Research
and Ethics Promotion

EamEE
MR 2—

Research Center for
Biological Visualization

IQB Institute for Quantitative Biosciences

CHAEEEREF
W3R EBFT

Research Division for
Applied Life Sciences

PREERE

Central Laboratory

FERERE

Student Support Office

EHE

Administrative Office

= E MR SR
MRt 22—

Research Center for
Cellular Dynamics




Institute for Quantitative Biosciences

PR

Director

FRENIHFU-HIoo2)L

Advisory Council

FinE ST PR

Research Division for Quantitative Life Sciences

SRR FHZRERF

Research Division for Applied Life Sciences

SaBEmRE> 24—

Research Center for Biological Visualization

BEMERSREHRRE 2—

Research Center for Cellular Dynamics

4 7 LIERABIREAZR B Laboratory of Genome Structure and Function

BERERIANEIF Laboratory of Membrane Proteins

BHEZEAEEEMESE Laboratory of Protein Expression and Production

ERGEESERIFAZESE  Laboratory of Macromolecular Complexes

IO F VHBEMEERZRSE  Laboratory of Chromatin Structure and Function

RSy FO—IHRIEF  Laboratory of Neural Circuits

NAALYT2IT 4O XARSHF  Laboratory of Bioinfomatics

BIEFFRY FT—JESEF Laboratory of Genetic Networks

EFERILFAZTESE Laboratory of Bioorganic Chemistry

FRRBBEIAZE A Laboratory of Drug Discovery Strategy

TRHERERIMEAZESE  Laboratory of Pathology and Development

i - BRFIEMIESDEF  Laboratory of Immunology and Infection Control

FVERBEDFREMESE  Laboratory of Rare Disease Research

EMERTFMENE  Laboratory of Bioinfomatics and Computational Physics

FREMREMRSE  Laboratory of Neuroscience

4 LBEMERHF Laboratory of Genome Regeneration

BEFRRAAF IV AMESE  Laboratory of Transcription Dynamics

SRR REBNAERTARILIRFE A EF  Laboratory of Functional Nuclear Imaging

INNNN NN TN,

IERSYRIVT RSV RMRDE Laboratory of Epitranscriptomics

SBFERARSHT Laboratory of Molecular and Genetic Information
S FREBBRALREMEII Laboratory of Molecular Pathobiology

RE - BEREDE  Laboratory of Cell Growth and Differentiation
MR AR REMEBPT Laboratory of Stem Cell Therapy

HEDMEABEMESE  Laboratory of Developmental Biology

RNABEERRZESEF  Laboratory of RNA Function

BRUMBIBITEAZEDE  Laboratory of Stem Cell Regeneration

MRBEIOIS L

Research and Education Program

INNNI

TEHHRERISERZE S B Laboratory of Behavioral Neuroscience

R R HER

Office for Research and Ethics Promotion

PRERE

Central Laboratory

FEXER
Student Support Office

B

Administrative Office

FEMAZRIE T O S5 L Advanced Research and Education Program

SEIREIERZEEE 704 54 Cutting-edge Research and Education Program

BIEMFREHE 7O 5L Creative Research and Education Program

HEMMEHRBE IO S L Integrative Research and Education Program

BMEMARBME SO 5 L Unified Research and Education Program

BT E RIBAZERSIE Laboratory of Science Technology and Research Ethic

FRZARIBEBPT Division of Research Ethics

ERZCHEEERPY Division of Research Promotion

EIBRLEBPY Division of Health and Safety

INNNN NN

RIEIEEBPI Division of Radiation Control

REAXFERESHPRABRAA IV INZANAFAR=S T8~
The University of Tokyo IQB Olympus Bioimaging Center

$8FEF— L General Affairs Team

MEREF—L Financial Accounting Team
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Number of Staff Members

B EMNR

W BS

Academic and Administrative Staff

B | &3h
Men Women Total
Bi=
Professors e 7 ________ I____ 8
Vegasid 7 [ 8
AssociateProfessors | | ____ |
i 3 | 4
Lecturers oo e
Bh#
Research Associates ________________________|___ 23 _____ S(I) 3|(|)
RS
Technical Support Staff ______________________ 0 8 8
EHWA 7 9 16
Administrative Staff
et 47 28(1) | 75(1)
Total
[ | Eﬂ%ﬁ Research Fellows
2O | &GH
Men Women Total
BAFHERAENMAERS (DC) 3 | 4
JSPS Research Fellowship for Young Scientists | | _______ | _______l________
HARHRRSSAIMER (PD) 2 10 3 (1)
JSPS Research Fellowship for Young Sciendists | __ | _______ | _______1________
HEREES
Collaborative Researchers ____________________ ____2 ________ 2_ ______ ‘f
WmAREE
Researchers for Collaborate Research | ____ | _ ‘f (I) 4 _____ B (I)
BLwRa 2 | 3
Post Doctoral Fellows
At 13( | 9D | 2)
Total

B (5%) ERHEHBEHERARE

Fixed-term Part-time Staff

(BE) EREHBEHNERAHE 7

Fixed-term Part-time Staff

24

W KERERUVHRE

Postgraduate Students and Research Students

B SEEHERKEE

Fixed-term Academic and Administrative Staff

B4 Z (41 B

Men Women Total
BEERIE | 0 |
Project Associate Professors | Ll
BEHK 4 3 7
Project Research Associate/ Project Assistant Professors
BERRE » 9 6(1) | 15(1)
Project Academic Support Specialiss |l 1.
FHREEFIRE 0 | |
Research Associates _______________________ |l 1.
FHEERE 0 3 13
Project Academic Support Staff
et 14 | 23(1) | 3701)
Total
B zOMHE

(RFHUE-ZRHE - TEHE - FFEEE)
Others

B4 Z (41 B

Men Women Total
wig (%) 2 0 >
Professors L
IR (R | 0 |
Assodiate Professors ol ...
g (Z8) 2 0 2
Professors ol
HEBIR (RR) | 0 |
Associate Professors Lol
EEHE
Visiting Professors ______ L. 2 (I) 0 _____ Z(I)
BEHERER
Visiting Associate Professors __________________ 2 0 2
e HE L | 0 |
Part-time Lectuers
hEt
N 1) 0 (1)

feXRE ELaRiz RRE
Master's Doctoral Research Students

BER 401 | 3 | n@ | 200 0 0 20(5)
Science e e )
H R A AL 7(4) 2 74) | 73 | 1) 0o | 24012
Frontier Sciences | ___ )
Pharmaceutical Sciences______________________|____ I 0 2 0 0 0 3
BRELEGRE 0 0 0 | 0 0 |

Agriculturaland Life Sciences ||l JEREEEE
wEaxXt

Arsascences | GO IS TR Mol AU MO Mt
EFR 2(1) | 10 | 0 0 5(2)
Medicine

et 15(6) | 8(2) | 227) | 15(6) | 1(1) 0 |el(2)
Total

8 | IQB Institute for Quantitative Biosciences




Budgets

MBRR (XA - RRE - ABEE)

L_R'UN

W 5% DR

Facility Area

BYIEMETE Building Extension Area

12,800 m

EEEMRFAHAIAALE Main Building

Income
2,500,000 W ssmEe
Income from External Sources
2,000,517 2,008,973 FIPHR BN ER
2,000,000 Grants-in Aid for Scientific Research
1,708,078 1,750,019 e
1,589,562 S.b _jiis{é;cﬁﬁ N
ubsidies for Management penses
1,500,000 . 145,585 1,419,999
1,000,000 .
751,750 848,089
665,303 635,145 534,194 508,861 535,240
500,000
AHHIE 434741 440,155 428,044 499,186 452,545 1
0
(F Thousndyen ) 2012 2013 2014 2015 2016 2017 2018

. *ﬂ'#ﬁﬂ%gﬂﬂﬁﬁgi (2018 E}E) Grants-in-Aid for Scientific Research in 2018 Academic Year

MREES ZALE (1) ZA#E (FA)

Research Categories Number of Projects Approved Income (Thousand yen))
PMIPEIHEFZS  Scientific Research on Innovative Areas 12 222,654
BBEE (5) SdendfcReserch(®) Ty T e
EBEWE (M) sdendfcResearch(A) T ke
EBEE (B) sdendfcRescarch® T T s
EBWE (O SemfcReserh(©) Ty 6987
WBIHIZ (BBSE) Challenging Research (Poncering) . e710
BMHIR (BF) Chllengng Research (Baploracory) e T 5210
EFRR Bepcweersamsms e 0s0
EEWE (A) Yowgsdewss () I seso
EERE (B) vewgsaieniss @)y s
ARSI — FEE ReserchAcvysorp e 7540
RRRREZRE  Srlow 40
EBAEREIERS  Fund for te Promotion of i Itermational Research | I 5340
A5t Total 84 535,240

B AEPEE (20185FE)

Income from External Sources in 2018 Academic Year

X5 ZAGE () ZAE (FM)
Classification Number of Projects Approved Income (Thousandyen)

RRIL OFEFAZE  Private Sector Collaborative Research 25 132,390
CBEIE  CommecResarh Ty o
WEEBE  cmenad e 3510
P — 7 VP

&5t Total 67 780,023
IQB Institute for Quantitative Biosciences | 9



Press Release

TLZRVU-2Z

ERERAERITHESE

TADADRRKZ 287 BB ORIEL 23 %
LA 2 ]

I Rt GEABEME G - HE8E)
I Bl (EAHBESHRIZETE - 3120

HMERES © Nature Communications

Fis#4 © Structural basis of epilepsy-related ligand-receptor
complex LGI1-ADAM22

DOIFES : 10.1038/s41467-018-03947-w

fiEdkH - 201844 H18H (k)

84K : http://www.iam.u-tokyo.ac.jp/pressrelease/180418/

HEDRA Vb

O TADPADFKEYE 7235 FLGIL & ZDZAAKTH 5 ADAM22
PEE LR X U RN AEE R GET 2 2 2T, LGI1%
T UTADAM22 7 7 3V —D & 28 7AiM i o kg% L %
TARRTFEHSPICLE L, O ZNFTIRASNTOWAEZLGIL ®
ZEBROPTIIEDOHMHADTHTH - 7-ZBICEH LT, Hil- 1w IE
DOHMHAZHSPICLE Lz, O REERE. TALARE: ZNL
WS 2 RGO 4 TR D 2 SR OISO HIRIC
K5I hET,

FEFRMETE :

REEEARRYTIIZE D B O G E R v (L sk Bhk, A3
AT O WEHNEAZIZ O LRI 7L — &, TA»ADEK &
72 %5 FLGI1 Y 2 DB TH 2 ADAM22 A5 A L 7= RBED 3 4k
MEZ2REL, R 22 HWEEBRETS 22T, BERREDR
THITH - 7-LGI1 DL RICBE LT, HiRIIEDMLHAZ S 2
WCLE L,

BEETAPAD—=DTH 2 HROAREEANEEETADLA
(Autosomal Dominant Lateral Temporal Lobe Epilepsy :
ADLTE) @R 72 2 FLGINE, Mg 3 & o827
BD—>DT, ADAM227 7 3V —D&X Y X7H (ADAM22,
ADAM23, ADAM1D) ¥ #&& L THBET 2 Z 2 RIS TVWE T,
H SRR W ZE A 22 B 22 B 28 A O VR FHIEAC 20 & D 20 — 71,
LGI1 OZERMBFIWALDH 5 WVIFADAM22 7 7 IV — L OFEA DR
HELIEREITIET, TALADIIEICE DS Z e EHLMZL
TEZE L/, L L, AREDLAMINDBERLGII-ADAM22
HERD D FREEHMBZE S IR o TOERATLR, S, &
HUEZEZ & DWIZE 2 L — 7%, LGI1 ¥ ADAM22 23454 L7 IREED
&% BTN IE B XARAS A AT, (IR TR, XD
AHELL L AECHELE AR DR T T3 2 itk > T, LGI1
[t DB %ML TADAM22 7 7 3 ) —D & Vo8 7 B3
MOBELZ T2 TEZHLPICLE LR, IHIC, B N TADA
EREHTZTAPAETTINRT AT, ZOMEHIRIR O L
DPHEFEL TWE Z e ZHLICLE L7z, ARRIE. TADANNE

& ZANCBEES 2 AR O 0 I B D 2 SR OISR D
M2 s E T,

i caili)

VTR

BRITE

N ThhhFEE
<o B
i%;g”@a» )
I/W ,
ERRYF T AEE VI TRGEDEE
RNAEEEER I 53 FF

RUNRIBOBDEAF I v 2 RELE 15 BT
Y522 il e Ry DIZ o E R0 LAILVTHRI

PRIl S KBE (RN ABSREWIZE DY - “#4)
iH¥5 (RN ABSREWIZE TS - 80435

HMERE4 - Molecular Cell

fm X% . Conformational activation of Argonaute by distinct
yet coordinated actions of the Hsp70 and Hsp90 chaperone
systems

DOIF% % : 10.1016/j.molcel.2018.04.010.

fEZEE 0 2018%E5 H18 H ()

8 © http://www.iam.u-tokyo.ac.jp/pressrelease/180518-2/

REDRAL Vb

O 27 BOo—E TR &R R 5> yxa oy
PEDT, HHOWARZZ S Z e TR UDTHEER L 7,
O%E, xR YHFPIETINRTHZ 7747 bR IS
JEDEDEAF I v 7 RZEE. 1 DTFLARLVTBETSZ LI
HRTHDTHRINLE Lz, O ¥ ROVBTIA TV FR Y
BHIEHT 2. i T3 oy Rery A7 4% PETIER
LAYy RB YT AT LOKRRC, KEREBEVWEDHLZZRTL
L7

FEFRMEE
RURZED—FRE. RN oREIEREZTS v oo
ZfED 22k, BHDOBELEZ S Z LTI U D THEER JEiH
THRIEDTELLICRDET, ZOLIBRKXVAIVER 75
A7V bRUAZE] LRI, flohicd e e EEEED
LZEDHOENTVET, L2L, ¥y RAVYNIIA TV FRY
RIZEDHREDESIENLIEZDDICONTIE, THETHL
HARBDFEDRRLSFICHENRTVE LT,

Zlal, RN ABSRERFZL B O FEILSE KRR AR, IR/, KR
KEE VAT OZ HIRHE BB DHTEF — 21, 19T A X —

10 | IQB Institute for Quantitative Biosciences




U HEMiERHWT, 2947 NERURZED—DOTHBTNT
V= bOEHEAF I v 7 ICET 2T R EEBIRT 2 2 21,
HHRTHIDTHRIAL F L7,

ARBIZ, ¥ ROVBTIA TR URIADIEEZ, ZD
BREZ TG T 2 L A% T EIHN R Th 2 &
BT, Ty R UEREOHIEZ FIH U7z ESERHREE RSS2 2
EOEARFENE T,

ZOREE JeROVH INSBRNAE
=N F7=25V\WTWBIRE  EERE(EOIRE
JpAROY R
2eomKER o Q 7 IIEERNA
« B *0—0 #
g () N *, LS
73—k .,‘ ‘ J. f
JITA
5[V 7 KE<EVER YRR
(mt@RNAm> (¢¢@RNAﬁA5nmw) (¢t@RNAﬁA3T>
AN ZR—RE(ED RETS
TRREF & FIH R IR 57 B

REEZ PR ERZATER, HFEA Y DRTEL
BIAPE 5 B TR ER b o~y T2ER

I sEfh GRIEFEERIET S0 B - 22E)
B ifd GRIEFEERIEBFE S - HEBED)

HEZE4 © Cell Reports

#X % © Re-evaluating the localization of sperm-retained
histones revealed the modification-dependent accumulation
in specific genome regions

DOIFF % : 10.1016/j.celrep.2018.05.094.

fiRfiH - 20184F6 H27H (k)

8K : http://www.iam.u-tokyo.ac.jp/pressrelease/180627-2/

HEDOKRL Vb

OBTFr7aeFri37nRI o TREELTWS D, HEk
DLW 7 v~ F VR 5T ANA LD INEET Lz, ARFZET
BRI vERETAMERFOX LA TSI ZIVEIAT S
ZXICEoT, R ICITELIRSI L, "L 7 ZADD R VET 2
nxF O EPID TR L E Lz, O ZonidErra~
FrERRAWTRIRS — 7 v v i 2iT0, TFEe R b DJE
HERFHE L7450, FTFE R N> D7 7 LREEZ DBMICIRIET
22 EWASICLE LT, DRIFFEREIE. KT 20 LRI
ANDITYY ) MEEHR O TEB RIS IO MAZ Rt T 2 &
RN E T,

FEFM L

THALEYNC BT 2HEF1E. 0% A LD A oy Tm & I VICHEE
b2 Z ik TRKEESEZ Y., REM TR ET, ZOK
IIETICEEINZENITER LR P UA, BT LD ZITHF
ET2001%, BEEOHERONTLR, ZOMEZ, HTOEER
BRELZuF EBRLES, BRXMNUDT 7 LD Y ZITTFHE
FTEDEFANDIZIE, Za~F e o8B L2175
REWH D FTH, B ue~F VIRIEFICEVD, {EROTFE
TR BN TES, BTE R N VREREMCIHET 2 2 22
R#ET L7z,

Srlal, FEREFEAEHIEHIIZE B O L =26 R 2EBEAE, T e e
DI F —2ld. TRXIVERETINEZFO XL AT IR
IVTRTFRUWRT 2 L ICXk > THTFZu~F a2 —Icalist
FTR2FREEMFEL, BTeA L VREEZ LD IEHICGHES 2 22 %
AREIC L E L E720 ZOFIREHOCTREMNT 21T o 72858,
KR N EZIT BRI X > T, FEDS / 2HHBUCH
AIMNCRTET 2 Z e ZIHO I L E Lz,

SRR, ROBIOETERER B EIEF 2N LT AliciED S Ty
J LR BIRPKERTFEHEZED TOETH, RIFFEREEZD
A A =X LD S BN 253 2 L Hiff s h g 3,

EFRRRE
bl

FIFZHS 7R

0o

exby ﬁ
RS Tl

BT

SFIRBARSEF

222 o3z 2R3 HBoRE & AMIE
— W&z Y > 73 %5 FPX-RICS —

R L O FRERIDEZET BT - % BHERED)
Bl il Or P S - FHESED)

Mizk4 : EBioMedicine

i 4 - The Autism-Related Protein PX-RICS Mediates
GABAergic Synaptic Plasticity in Hippocampal Neurons and
Emotional Learning in Mice

DOI#H % : 10.1016/j.ebiom.2018.07.011.

fRZEH 1 2018%F7H22H (H)

84K © http://www.iam.u-tokyo.ac.jp/press_release/180725-2

REORAL

O EEMEDQTIIERRK ¥ 2% & > o827 BPX-RICSAS, M RbkiAHH]
IEEEE CED D T THE e 2 RN L Uz, U HBHEE
DOERIIIRIADOIEIHEFEDIRLE DD D FTH, TORFICES
HLWRX A =R LB FLIVTHLAIZLE L, OPX-RICSD
HRED B D RIHMADTEIEREDIELZ /-5 F Z L AVRE .,
SERST OBEAMEL 72 T K L 2 DBFITIED W T TR D e
SEDSATHEIC TR D £5,

FELM L

BENE 1222 ORBERTIMOEEZBEIETT, BERELL
> TR R LOE E 72 TR, XD EXRTOHINEEETD
EAH. BN TEEE KR LTV ET, B#%E A 2 DMKD
TRbkik ) L IRZN 25859 C. 2 OFERERIEEDS [ BE O FERE I TE 45
LTWEEEZLNTVWET, LIL. ZOFFHEFIEILS 50
TVERATLR, 7 RIS O P RIE B2 - Rl
FHEBEZ . HENCFNE U7 HBERIK &2 > o< 7 B PX-RICS % R
HLZvvRZHOTZOEIEREZ L L, ZORE,
PX-RICS2S Bk ICARTE U 7 IH B RE I HTH 2 Z e 2R L.

IQB Institute for Quantitative Biosciences | |1



HEEREORESHEIEZHET 2y 2 o2IcLE L,
PX-RICSOIERED B D mBkA D TEEIREDFiET 2 v 6L, Th
HEHMERIEIC DI 2 Z EAVRENTZ 8T L D FHIERT
TEDPEEDHEA, BTz IR RIS OBIFEICE T 2 Z e s g
ER

INIZEESTTA GABAYFTA

CaMKII
SEMHEE
CaMKII

7/ LiRHRER S

BRI 2 RO MO IEMICIEZ 2 EAZ TR
H¥E WE (57 MR T - 20%)

MERE4 © Current Biology
4 - Temporal Regulation of ESCO2 Degradation by the
MCM Complex, the CUL4-DDB1-VPRBP Complex, and the
Anaphase Promoting Complex
DOIF% % : 10.1016/j.cub.2018.06.037.

£5H : 2018fF8H10H (%)
8 : http://www.iam.u-tokyo.ac.jp/pressrelease/180810/

REORL Vb

O MlEAHE 2 2 B3z O REH S 2 v —& ., XiEicsBnT
F—oMifiic—o oIl I hi il h F¥A. Zh%E
ATREIC T B ERESCO2DMEHIREE 2 H & 201 L % L7z, [ ESCO2i%
BIEEHRE 2 —F 2 EAICHEESG L. BRGNP aY—-—3h3
RO DODRESGE S /7 o I TwE L, ZLT,
AV —FTEHRAL OEDRL KD LHESHIIHREIND Z W
722D % L, O ESCO20E BT b B 25 &L 2
FTHPHEBORIKTT, AHFTHIRIC & DL 7 LA O BfR
MHRED L bz, . IREANEITE 2 Z e En g,

FERMYL
BEHRORETH 257 7 23R EEEVSIREEZ 2 D, A
BHEh T s, JEEEMsEiEs siic, av—3h,
Flextofiic1a ¥ —3FoniEnE s, ZOHEOB, i
RO BEIEART Tae—> v EMENZ Y Y 7RO 2 28
EAEEMEHEET, ab—d. ab—ORRA U itk o
SEEORER D, Bl B —FoR ik oM 5
BXhz e ZFAELET, OB ab—s i3 7EFubsh
32 TRBICADRAIEEOREL DD I LN TEX DT,
72 F LR DBERE S 2 Z DRl 7R X I = X LIE AT L7,
77 KEHENTIR S O AR Z AR ORI N — T ak—
PrETEFMET BEETH BESCO2%5, DNARavL—F 3%
HEAKICEERE T2 2 OHREZ R L. oy — KR THRICE.
BAEE»SMREEL . MBI TLES ZLE2RALEL
2o DEDEEHBZ I —LTVWAEET. SO0

ED ERRE D S, MR TR, HIERERESED L
WS ISR R ) = X LHH S 872D £ L7z,
ARFUIESCO2D ZE R AR Tl & 2 9 /L BH 2 £ 5 JRIET
H % R N—VREGRED 77 TIRRE O BIfEE X O, IR ID 2
LRI E T,

' DR ’ ’

DNA#ER DNAZE
'} D
BRORPBRIY—F V]
= JOFPY—1
C& 250
=Y

JE—EN/DNA
=/

SFRBARDH

S5 RIS o0 M4 22 I 3 2 Hr e e AL 5 2 ]

Bl il O IS B - FHESED)
i DEf OF IS - 2k (WP )
W EH Gr PSS - FHEBED

MERE# © EMBO Reports

#i 4 © SIRT2-mediated inactivation of p73 is required for
glioblastoma tumorigenicity

DOI%S : 10.15252/embr.201745587.

fEAEH : 20184E9H13H

{8 : http://www.iam.u-tokyo.ac.jp/press_release/180918/

HRORA T+

O bR b7 F LR TS 2 SIRT2H B kS 27y
F TR b=~ ODIEBERICHERI L ZHLPICLE L,
(I SIRT2 A G-I 7T H 2 p73% Mt 7 £ F AL L. S5 G %
il 2 A ZHO I U E Uiz, O AWIFESIRIE. SIRT2-p73
KRS 2 AR & U 7= 3541 o0 BH 78 S0 i B MR RS O TR Bk S 2 & I
FENET,

FEFRMEE

STAEDWIFIC X D, SRR T 2 D AMIIIZHEEZ D > TEBD,
75 2V B0 h AMIREA IS HAHEEE S 2 2 & TS 035
iR, RHICHFS LTV Z AL Ko TVE T, 20D
T TDAMRMIN 2 PRI 2 AIlANES & R 3 20 EE ) G
JEEHE) ZHioTWB ZehbhoTEE LT,

Zlal, 5 TIPS T ORKILRHEBZ. PG KB (%%
B S, BUTREEEHEREE OB & b fit X h e i
YRR 7 475 2 b=~ OfMil%E, 25 AN E MR L 72
REETHER (VAT IR =<l L. ZORSMEOHER:,
BRICEERME T DR 7 U — = ZRITV, 557 G T ORHE
fRT ATV E Lz, ZORSE. D 7 £ FALEEZRSIRT225 ') 4 7
7 A b —~ i GBI M OHERFPHIEIC AR Z 2| 2) SIRT 23

12 | IQB Institute for Quantitative Biosciences



p73% MW7 £ F ML L T, p73DEREIHMEZ M3 2 Z & HIEEE
JRICEETH S Z e Z2HLITLE L,

ARFFRERIC L D 5. SIRT2ZEERI & U723 O BiFE D5 HE A,
MBS DIRIRICHER S 2 Z e AR E R E 3,

Target genes

Cell cycle ‘
Apoptosis f
ol

Tumor progression

EREESHRITRRS T

PRI T B S 2 MRS 7 F AN S I KA T
24t U Tl 1 2 @ e o 7z < il A o fii]

G R GRAEMESHMBHIIRTE « HE8E)
Wi Bl (B HES RS - 3120

M4 Nature Communications

44 - Structural insights into modulation and selectivity of
transsynaptic neurexin-LRRTM interaction

DOI#%S : 10.1038/s41467-018-06333-8.

fRZEH 1 20185F9H27H (K)

8 : http://www.iam.u-tokyo.ac.jp/pressrelease/180927/

HROKRA Vb
O PEFEERE ICBE S 2 fiiaiEa 0 FLRRTME =2 — L ¥ >
(Nrxn) DAY LA K 22/ UCERINTRES LT rEHiialmE
TEBEYNCOR SHHAZRMIHL % Lz, 1 Nrxnl & LRRTM2%S
O LKREBO MGG Z JUE L. Nrxn1BE2 LRRTM2E O ALY
U LA K RN UIEIRIN A EEH ORI Z IS 2 U E L,
O] AR, MEREIIERR D X & = X 2 OIS0 F B2 & O fig
FEEREFICE D 2 5ROV OHIFRIC R 2 L HIF I E T,

FERMEL

B EE S U E O FHEWRMERIZ & 0 7V — %, Mk
9 FNrxnlf & LRRIM2DS A LS B4 4 v %A U THEA LA
RO AREE 2 DB U, iRa -+ 2@ b0 o 7 & a2 i L
L7

A DR TH 2 > F 7 ADIBK & FifRIE, MR OIK
LB OBICEZ 2 EER T v T TH Y. 2 DOHEHERE DI
U E B TR & O MR SRR E O R » BT 2 Z 2 VR X h
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Accumulation in Specific Genome
Regions.

Yamaguchi K, Hada M, Fukuda Y,
Inoue E, Makino Y, Katou Y,
Shirahige K, Okada Y.

2018.6 | Commun Biol.

A tryptophan residue in the
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Escherichia coli poly-a-L-glutamate
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Nucleosome Chaperone Activity of
FANCD2.

Higgs MR, Sato K, Reynolds JJ,
Begum S, Bayley R, Goula A, Vernet
A, Paquin KL, Skalnik DG,
Kobayashi W, Takata M, Howlett
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Structural Diversity of Nucleo-
somes Characterized by Native
Mass Spectrometry.

Saikusa K, Osakabe A, Kato D,
Fuchigami S, Nagadoi A, Nishimu-
ra Y, Kurumizaka H, Akashi S.

2018.7 | Sci Rep.

Structural insights into ubiquitin
phosphorylation by PINK1.
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transition during RNA polymerase Il
passage.

Kujirai T, Ehara H, Fujino Y,
Shirouzu M, Sekine SI, Kurumizaka
H.

2018.11 | Nucleic Acids Res.

Cancer-associated mutations of
histones H2B, H3.1 and H2A.Z.1
affect the structure and stability of
the nucleosome.

Arimura Y, Ikura M, Fujita R, Noda
M, Kobayashi W, Horikoshi N,

Sun J, Shi L, Kusakabe M, Harata
M, Ohkawa Y, Tashiro S, Kimura H,
Ikura T, Kurumizaka H.

2018.11 |J Biochem.

Crystal structure of the central and
the C-terminal RNase domains of
colicin D implicated its transloca-
tion pathway through inner
membrane of target cell.

Chang JW, Sato Y, Ogawa T,
Arakawa T, Fukai S, Fushinobu S,
Masaki H.

2018.11 | EMBO Rep.

SIRT2-mediated inactivation of p73
is required for glioblastoma
tumorigenicity.

Funato K, Hayashi T, Echizen K,
Negishi L, Shimizu N, Koyama-Na-
su R, Nasu-Nishimura Y, Morishita
Y, Tabar V, Todo T, Ino Y, Mukasa A,
Saito N, Akiyama T.

2018.12 | Biophys Physicobiol.

Crystallographic analysis of the
overlapping dinucleosome as a
novel chromatin unit.

Nishimura M, Nozawa K,
Kurumizaka H.

2018.12 | Proc Natl Acad Sci
USA.

Mechanism of the E2 to E1 transi-
tion in Ca(2+) pump revealed by
crystal structures of gating residue
mutants.

Tsunekawa N, Ogawa H, Tsueda J,
Akiba T, Toyoshima C.

2018.12 | Biotechnol Bioeng.

Neonatal testis growth recreated in
vitro by two-dimensional organ
spreading.

Kojima K, Nakamura H, Komeya M,
Yamanaka H, Makino Y, Okada Y,
Akiyama H, Torikai N, Sato T, Fujii
T, Kimura H, Ogawa T.

2019.1 | Mol Cell.
Iruka Eliminates Dysfunctional
Argonaute by Selective Ubiquitina-

tion of Its Empty State.

*Kobayashi H, Shoji K, Kiyokawa K,
Negishi L, *Tomari Y.
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2019.1 | Cell Death Dis.

Hepatic ferroptosis plays an
important role as the trigger for
initiating inflammation in nonalco-
holic steatohepatitis.

Tsurusaki S, Tsuchiya Y, Koumura
T, Nakasone M, Sakamoto T,
Matsuoka M, Imai H, Yuet-Yin Kok
C, Okochi H, Nakano H, Miyajima
A, Tanaka M.

2019.1 | Toxicol Sci.

Nrf2 Activation Ameliorates
Hepatotoxicity Induced by a Heme
Synthesis Inhibitor.

Taguchi K, Masui S, Itoh T, Miyaji-
ma A, Yamamoto M.

2019.1 | Methods Mol Biol.

Induction of Functional Hepato-
cytes from Human iPSCs.

Kido T, Koui .

2019.2 | Biol Open.

Cux2 refines the forelimb field by
controlling expression of Raldh2
and Hox genes.

Ueda S, Cordeiro IR, Moriyama Y,
Nishimori C, Kai KI, Yu R, Nakato
R, Shirahige K, Tanaka M.

2019.2 | Neuron.

Pioneer Factor NeuroD1 Rearranges
Transcriptional and Epigenetic
Profiles to Execute Microglia-Neu-
ron Conversion.

Matsuda T, Irie T, Katsurabayashi S,
Hayashi Y, Nagai T, Hamazaki N,
Adefuin AMD, Miura F, Ito T,
Kimura H, Shirahige K, Takeda T,
Iwasaki K, Imamura T, Nakashima
K.

2019.2 | Nat Cell Biol.

A chromatin integration labelling
method enables epigenomic
profiling with lower input.

Harada A, Maehara K, Handa T,
Arimura Y, Nogami J,
Hayashi-Takanaka Y, Shirahige K,
Kurumizaka H, Kimura H, Ohkawa
Y.

2019.2 | Nat Commun.

Author Correction: CHD3 helicase
domain mutations cause a neurode-
velopmental syndrome with
macrocephaly and impaired speech
and language.

Blok LS, Rousseau J, Twist J,
Ehresmann S, Takaku M, Venselaar
H, Rodan LH, Nowak CB, Douglas J,
Swoboda KJ, Steeves MA, Sahai I,
Stumpel CTRM, Stegmann APA,
Wheeler P, Willing M, Fiala E,
Kochhar A, Gibson WT, Cohen ASA,
Agbahovbe R, Innes AM, et al.

2019.2 | Science.

Structural insight into nucleosome
transcription by RNA polymerase Il
with elongation factors.

Ehara H, Kujirai T, Fujino Y,
Shirouzu M, Kurumizaka H, Sekine
SL.

2019.2 | Nat Commun.

The CENP-A centromere targeting
domain facilitates H4K20
monomethylation in the nucleo-
some by structural polymorphism.
Arimura Y, Tachiwana H, Takagi H,

Hori T, Kimura H, Fukagawa T,
Kurumizaka H.

2019.2 | Mol Cell.

RNA Polymerase | Activators Count
and Adjust Ribosomal RNA Gene
Copy Number.

Iida T, Kobayashi T.

2019.2 | Curr Opin Struct Biol.
Structural insights into leucine-rich
repeat-containing synaptic cleft
molecules.

Yamagata A, Fukai S.

2019.2 | FEBS Lett.

Generation of mesothelial progeni-
tor-like cells from mouse-induced
pluripotent stem cells.

Inagaki NF, Inagaki FF, Kokudo N,
Miyajima A.

2019.3 |J Biochem.

Homologous pairing activities of
Arabidopsis thaliana RAD51 and
DMC1.

Kobayashi W, Liu E, Ishii H,
Matsunaga S, Schlogelhofer P,
Kurumizaka H.

2019.3 | Tissue Eng Part A.

Enhanced Hepatic Differentiation of
Human Induced Pluripotent Stem
Cells Using Gas-Permeable
Membrane.

Kimura K, Horiguchi I, Kido T,
Miyajima A, Sakai Y.
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Seminars and Symposiums

tIF—2VRIIVL-E

IQB Seminar

2018.7.20 | 51Ml EwmWEIF—
FARI 2

(XY Fa—ty Y IRKE-HR)
2018.8.31 | H2m ERfEIF—
Joshua Johansen, Ph.D.
(BMLZEHZEFR)

2018.9.4 | H3M E®MEIF—

Hiroshi Sasaki, Postdoctoral Fellow
(Wyss Institute, Harvard University)

2018.9.5 | 4] 5 R IF—
1M =5

(BFERBAS LD
2018.10.2 | 550l ML IF—

HE fE—ER
(7' / LERETERIR S - B0

=/l 5L

(RNABERERRZE 757 - BIED)
2018.10.11 | 6l EREWEIF—
gLl fAF

(BEHBARZF EHIT)

2018.11.1 | 7] & B3I —
At

(BREESHEITRE S EHIR)
2018.11.30 | 8l EEWEIF—
Kathleen J. Sweadner, Ph.D.
(Massachusetts General Hospital)
2018.12.10 | 9l ERWEIF—

Hitoshi Shiota, Ph.D
(Brigham and Women’s Hospital/Harvard Medical School)

2018.12.17 | %1 0 bl sE @I —

Pavel Masek, Ph.D.

(Binghamton University)

2019.1.17 | 11k E R —

Michael S. Levine, Ph.D.

(Princeton University)

2019.1.31 | 12k E R I —

&8 EER

(bBEART - BUR)

2019.2.22 | §13M E R IF—

Nicolas Prevost, Ph.D.

(Kyoto Gakuen University)

2019.3.8 | 140 ERIEIF—

Chang Liu, Ph.D.

(Lung, and Blood Institute National Institutes of Health)
2019.3.18 | 15k EREIF—

Nobel Prize Dialogue Tokyo 2019

Elizabeth Blackburn, Ph.D.

(Salk Institute for Biological Studies / Morris Herzstein

Endowed Chair in Biology and Physiology / University of
California, San Francisco)

IQB Symposium

2018.7.25 | S1I] g RS > RO
BEIRBIR RIGE - HARZE LR EZEL &
15 RRAFERE v /N2 KER—IL

BY: BEAERTMRDH

2018.10.29 | 2P E RIS VRO VL
A% X AW DT O gL L B

B RRARFIREF v N BREBE—FK—I
BY: JOYF UIEERERERIE
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- Hiseq2500

+ MiSeq

- Chromium Controller manufac-
tured by 10X Genomics

* Multiphoton excitation laser
microscope

- Confocal laser scanning micro-
scope

+ Electric inverted microscope

- Inverted research microscope

+ Auto cell segregation system
FACS Aria III Cell Sorter

+ LTQ Orbitrap Velos system
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